Additional file 4: Stata code for regression analyses and multiple-testing adjustments
This supplementary file provides the Stata code used to reproduce the fixed-effects regression analyses in Table 4 and the physician–patient-profile change-score analyses in Table 5, together with the Holm multiple-testing adjustment code for the four interaction tests in Table 4.
1. Variable names used in the analysis code
	Variable
	Definition

	physician_id
	Unique physician identifier

	patient_id
	Standardized patient-profile identifier

	quantity
	Service quantity in the long-format dataset used for Table 4

	p4p
	Payment-condition indicator (0 = capitation; 1 = capitation + performance pay)

	high_bonus
	Randomized bonus condition (0 = low bonus; 1 = high bonus)

	severity
	Illness severity (0 = mild; 1 = intermediate; 2 = high)

	high_mb
	Indicator for high marginal patient benefit

	delta_q
	Within physician–patient-profile change in service quantity (P4P minus capitation)

	improve_distance
	Improvement in distance to the patient-optimal quantity

	delta_threshold
	Change in threshold-consistent provision

	female
	Physician gender indicator used as an adjustment covariate in Table 5


Note. The Table 4 dataset is in long format, with one observation for each physician × patient profile × payment condition. The Table 5 dataset contains one observation for each physician × patient-profile pair and uses change scores between the two payment conditions.
2. Table 4: Fixed-effects estimates of physicians’ responses to performance pay
Physician and patient-profile fixed effects are absorbed, and standard errors are clustered at the physician level. Mild severity (severity = 0) and the low-bonus condition (high_bonus = 0) are the reference categories.
fvset base 0 severity
fvset base 0 high_bonus
fvset base 0 p4p
Model 1: Overall performance-pay effect
reghdfe quantity i.p4p, ///
    absorb(physician_id patient_id) ///
    vce(cluster physician_id)
Model 2: Performance pay × bonus level
reghdfe quantity i.p4p##i.high_bonus, ///
    absorb(physician_id patient_id) ///
    vce(cluster physician_id)
Model 3: Performance pay × patient characteristics
reghdfe quantity i.p4p##i.severity i.p4p##i.high_mb, ///
    absorb(physician_id patient_id) ///
    vce(cluster physician_id)
Model 4: Full interaction specification
reghdfe quantity i.p4p##i.high_bonus ///
    i.p4p##i.severity i.p4p##i.high_mb, ///
    absorb(physician_id patient_id) ///
    vce(cluster physician_id)
[bookmark: _GoBack]Interpretation of absorbed main effects. The main effects of high_bonus, severity, and high_mb are absorbed by the physician or patient-profile fixed effects, as appropriate. The coefficients of substantive interest are the performance-pay indicator and its interaction terms.
3. Table 5: Physician–patient-profile change-score analyses
These models use 1,062 physician–patient-profile observations. Standard errors are clustered at the physician level. Physician gender is included as an adjustment covariate because the randomized bonus groups differed in gender composition.
fvset base 0 severity
Outcome 1: Change in service quantity
reg delta_q high_bonus i.severity high_mb female, ///
    vce(cluster physician_id)
Outcome 2: Improvement in distance to the patient-optimal quantity
reg improve_distance high_bonus i.severity high_mb female, ///
    vce(cluster physician_id)
Outcome 3: Change in threshold-consistent provision
reg delta_threshold high_bonus i.severity high_mb female, ///
    vce(cluster physician_id)
Note. The threshold-consistent provision outcome is estimated as a linear probability model, as specified in the manuscript.
4. Multiple-testing adjustments
The revised manuscript distinguishes the overall performance-pay effect as the primary analysis, the Table 4 interaction analyses as secondary, and the Table 5 change-score analyses as exploratory. Holm adjustments were applied separately to the four substantive interaction tests in the full Table 4 specification and to the 12 substantive tests across the three Table 5 outcomes. Physician gender is excluded from the Table 5 multiplicity family because it is an adjustment covariate rather than a substantive hypothesis.
Table 4 interaction family. The four raw p values correspond to P4P × high bonus, P4P × intermediate severity, P4P × high severity, and P4P × high marginal patient benefit in Model 4. The Holm-adjusted p values reported in the revision were calculated from the exact regression p values. The smallest raw p value is the P4P × high-severity interaction (raw p = 0.025; Holm-adjusted p = 0.098).
Table 5 exploratory family. The multiplicity family comprised four substantive predictors (high bonus, intermediate severity, high severity, and high marginal patient benefit) across three outcomes, for 12 tests in total. Holm adjustment was applied to these 12 tests. The high-severity coefficient for change in service quantity had a raw p value of 0.0244 and a Holm-adjusted p value of 0.293, and no substantive coefficient remained statistically significant after adjustment.
/* Stata code for the Table 4 Holm adjustment: enter raw p values, then sort and adjust. */
clear
input str35 hypothesis double p
"P4P x high bonus"                 0.703556
"P4P x intermediate severity"      0.820321
"P4P x high severity"              0.024536
"P4P x high marginal patient benefit" 0.165380
end

sort p
gen rank = _n
gen holm_raw = ( _N - rank + 1 ) * p
gen holm_p = holm_raw
replace holm_p = 1 if holm_p > 1
forvalues i = 2/`=_N' {
    local j = `i' - 1
    replace holm_p = max(holm_p[`j'], holm_p) in `i'
}
list hypothesis p holm_p, noobs
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