
	Target 
gene
	Primer sequence
	Primer location
	Target sequence
	Anneal temp (°C)
	Primer conc (nM)
	Eff 
(%)a
	r2
	Melt point (°C)

	IFN-
(18)
	F: CCAGTTCCGGAAGCCTCAAG
	207–226
	NM_001099441.1
	55
	300
	102
	0.996
	79

	
	R: GAAGAGGTGGAAGATCTGTTGGAT
	207–226
	
	
	
	
	
	

	IFN-γ
(42)
	F: CCAGCGCAAAGCAATAAGTG
	448-467
	NM_001081949.1
	55
	400
	101
	0.999
	78

	
	R: GGCCTCGAAACGGATTCTG
	548-530
	
	
	
	
	
	

	IL-1β
(43)
	F: ACCATAAATCCCTGGTGCTG
	447-466
	NM_001082526.1
	55
	400
	96
	0.998
	80.5

	
	R: CATCCCACAAGACAGGTACA
	625-606
	
	
	
	
	
	

	IL-4
(44)
	F: CAAAACGCTGAACAACCTCA
	105-124
	NM_001082519.1
	55
	400
	98
	0.997
	80.5

	
	R: CTGTTGAAGCACCTTTGCAG
	353-331
	
	
	
	
	
	

	IL-6
(45)
	F: GAAAAAGACGGATGCTTCCAATCTG
	280-304
	NM_001082496.2
	55
	400
	97
	0.997
	76.5

	
	R: TCCGAAAGACCAGTGGTGATTTT
	353-331
	
	
	
	
	
	

	IL-8
(46)
	F: TTGGCCGTCTTCCTGCTTT
	120-138
	NM_001083951.2
	55
	400
	101
	1.000
	80.5

	
	R: GGTTTGGAGTGCGTCTTGATG
	220-200
	
	
	
	
	
	

	IL-10
(44)
	F: GTCATCGATTTCTGCCCTGT
	377-396
	NM_001082490.1
	58
	500
	97.5
	0.996
	78.5

	
	R: GCTTCGTTCCCTAGGATGC
	557-539
	
	
	
	
	
	

	IL-12p40 (18)
	F: TGCTGTTCACAAGCTCAAGTATGA
	642-665
	NM_001082516.1
	59
	300
	101
	0.998
	78

	
	R: GGGTGGGTCTGGTTTGATGA
	717-698
	
	
	
	
	
	

	IL-13
(47)
	F: GTGGAGCGTCAACCTGACA
	156-174
	NM_001143791.1
	56
	400
	97.5
	0.994
	81.5

	
	R: CTTCCGCGTGTTTTGGAT
	249-232
	
	
	
	
	
	

	IL-17A
(18)
	F: CCAGAAGGGCCTCAGATTACCACA
	173-196
	NM_001143792.1
	56
	300
	95
	0.996
	84

	
	R: ACCTTCCCTTCGGCATTGACACAG
	311-288
	
	
	
	
	
	

	IL-23p19
(18)
	F: AGTGCGAGGATGGCTGTGAT
	291-310
	NM_001082522.2
	59
	400
	97
	0.992
	82

	
	R: GGCTCCCCTGTGAAAATGTCT
	414-394
	
	
	
	
	
	

	TGF-β 
(47)
	F: TGACAGCAAAGATAACACACTCC
	679-711
	NM_001081849.1
	55
	400
	94.5
	0.999
	81.5

	
	R: TCAATGGTGGCCAGATCA
	766-749
	
	
	
	
	
	

	TNF-α
(45)
	F: GCTCCAGACGGTGCTTGTG
	112-130
	NM_001081819.2
	56
	500
	100
	0.998
	82.5

	
	R: GCCGATCACCCCAAAGTG
	206-189
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