Additional file 1 Sequences of DNA fragments and plasmids in this study.

1. Sequences of EtU6-1 and EtU6-2 promoter
EtU6-1 (HG673812: 317,896..318,493):
GCTGCAGTGCGTTGCAAGAAGTGCATAATATTTTCTTTTATTGGCCAAGCTGTGGGTCCTTCACTCCGCCTTGTTGTCCTGCCGCAGGCCTTTCTGTAAAGAATGTACTGCCCTGTCCCGTCGACTCCTGGATATGCATGTTTTGAATTGGAAAATTGCAGTTTGGTGCTTTTTTTCGTTTGAAATCCTTTTTCCGGCCTCAACTGGTTGTTCACACGTTCGACTCCCTCTGGTGCGGCTTCATGGTCCACAAGGAAACCATATTCTAAGTAGGGAGGTAGAGGAATGAGCCTTTCACATCTGAATATGACTTAAAGCTTCACTTGTCCATTTATTCCAATAACATAAAGTACAAAAGCAACTCTCCCACCAGGTCTTCCAACCCATCTCGGCAGTCACGTTCGCCCCAGCAGCAGAAACCCGCTCGTCTCGTATATCACACAAGCGGATTAGATCTTGAAAAATATTTGTTATTTTTGCCTTTTAAACATTCAAAGAATGTTATTCAAGGCAAAAGAACGGAAAGGCGGTCATAGTGTCTCAGGTGACCTCACCCCGTGATGGGTGTTCCTTCTGTACGAGAGTGGGTTAAGAGGAT
EtU6-2 (HG673812: 318,728..319,328):
[bookmark: _GoBack]GTCATTTAGTTGGTAGCTGCTACTTTGTGACACTTTGACACCGTTAGAGACTCAGAGCTTGAGGATCTCATCAAGGATCAGTTCGCGTCCAAACGCACTGTCCACCCGAGTCATGCGTCGTGTCACGGCGGAGCCTCTTTTTGATGTTTTTAATATGAATGTTAAGTGTTACAATGCACCAAGATGGTTCTACGGTTCATTGGTACATCTCGTCGAAGTAAAGGCCACTCTACTTTCGTGCCACCCAGGTCGCCAGATCTCCCTTCTCTCCTACACCTCATATTGCCCTTAACCTCTCAAATCTCATTCCCGTCAAAACAATCTTGATATCCGAGTCAAGTAGTGCCTCCTGTAAGTCGTGGCTCCTCTCCACCTCCCCTCTAGCTGTTGCGCAGCGTAGAGCTGTTCAAGCATCTCTCCTCACTGTTGTTGCAAACTAGCAAGCGGATGTGGCAAAAAAGCACACAATATATGAATATAATCGAAAAAAAATTGGAGAAAATTGGTGGAAACGTGGAAGTGCTACTGGGAGTCGATGCCGCAGTGAGGTGACCCTGTACGCGATGGGCGTTCCTTTAATACGAAGACGGCACTTCAGGTT


2. Sequence of donor fragment for EtMic2 tagging:
CGGAAATGATGAAAGCGAGCCTACGGAGGTTCCCCTAGAAACAGCAGCTGGACCGACCACGCCACTCATGGTACTCATTACGCAGCAGAACCCAAAGGAAGTGGAAGTCCGTGTTCTTGCTTGGATATCTACGTAAGTTCACCCCCTTTGAGTTGCAGCGTCGTTCTGGTGTATATTCGTTGGCAAGTGAATATTTGTGTAGCCGGAGAGGCGTTTCGCGGATCTTCAAGTATAGTGACTTCTGTTCTCTCTGCAGGGACGCTACAACTGGAAAGGGCTCTTGGAAAGAAAATTCCGTGGTCGTTGGCAGCTCCTTGAGCGGGCGCGACCTTACCGTGAACTTGAGCGACTGTGGACCAAGCTCCCTCAGGGTTTATGGCTCGGCATCAGCTGACCTTGTAACTGTCAAGGAGGGCATGTGTGAGGCAGACGACCCAGAGTTGATCGCGCTGACTCGGCCTCATACATCGGCAGCTTCTCCGCTGCCTGCAGAGGAAGGAGACGTAGCGCAGGACGCCCAGCAGAGCGCAGGAGCCCAGCAGGAAGCAGAAGCCCAGGAGGTTGGAGAACCCCAGCAGGAAGCAGCTGCTGCAGAGCAAGGAAGCAGCGCTGCAGAGAGTGACACTCAACAGTCATCCATGGACAACACCGAGGACGTCATCAAGGAGTTCATGCAGTTCAAGGTGCGCATGGAGGGCTCCGTGAACGGCCACTACTTCGAGATCGAGGGCGAGGGCGAGGGCAAGCCCTACGAGGGCACCCAGACCGCCAAGCTGCAGGTGACCAAGGGCGGCCCCCTGCCCTTCGCCTGGGACATCCTGTCCCCCCAGTTCCAGTACGGCTCCAAGGCCTACGTGAAGCACCCCGCCGACATCCCCGACTACATGAAGCTGTCCTTCCCCGAGGGCTTCACCTGGGAGCGCTCCATGAACTTCGAGGACGGCGGCGTGGTGGAGGTGCAGCAGGACTCCTCCCTGCAGGACGGCACCTTCATCTACAAGGTGAAGTTCAAGGGCGTGAACTTCCCCGCCGACGGCCCCGTAATGCAGAAGAAGACTGCCGGCTGGGAGCCCTCCACCGAGAAGCTGTACCCCCAGGACGGCGTGCTGAAGGGCGAGATCTCCCACGCCCTGAAGCTGAAGGACGGCGGCCACTACACCTGCGACTTCAAGACCGTGTACAAGGCCAAGAAGCCCGTGCAGCTGCCCGGCAACCACTACGTGGACTCCAAGCTGGACATCACCAACCACAACGAGGACTACACCGTGGTGGAGCAGTACGAGCACGCCGAGGCCCGCCACTCCGGCTCCCAGTGAGTTTGCAGCAGAGTAGTTCATGACTTGCGAAACGGCCTCTCGATTAATAATACGCTTTGCCGCAACGTGAAGTAGGCGTTATTGTGTGCTGCCTGTCGCTGAGCTCCTGCATCGAGCGGCAAGGGGTTCAACCGAGCGCAAATTCTGTGGAAATAGCTGGACAAAAGCATCTGCGACGGGTGGGGGCAGGCGCAGCTAGCTGTTGCTCCCGACATCAGTCATGGAAATGCGTTTCAGGCTAAGCAAGTAGCTGCCCGCCTGGTGGGAAGATGAGGCTAGGAACTGCTATGTTTGCCCCTCACTTGGCGGTATTGCAGTGTAGTACGTGCATTGTGAACCCAGAGAAATGTGCTCCGCGTGACGCAGCGAGGCACAGGGGAACAGCAAGAGGGGCCGTTATTGCTCAGCGTGCTGGACCCCCTTGTTCCTTCAAACCTTACTTATGAGGGCTTACGCATCGCACCTGATGGGTCGGTGTAGCGTGATCATTTCACTGTTCAGTAGTAGGTATGGGAGGAGTGTAGTTGGCAGGATGTAGGAGCTTTGCAAGCGGTGGAACGGTTGAGATGAGTAGTGAACAGAGGCTTTGCCCAATGTCGGATAGTGAGTGCCTAGGATAACTTCGTATAGCATACATTATACGAAGTTATTGTATCATATTAATTCCGGCCAGTGTCTCTAAATAAACTCTTTTGTAGGATCTGCCAACTCACTGCGGGGGGGCACACAGAAGCACCACATTGCACGACACTGCTTTTGCGCAGGCTGCGGGGCAATTAAACGTTAACAGTGCTTGATCCGGCCGAAATGACGCGAAATATTTAAAACATTATCTGTTTGTCAGCCTAACGGAGATGACATGGTCGCACAAGAGACTACAGTGTGTGTGTGATGTCTTTCGTGCATCCCACCGAGCCTCTGGAATTCGGCACCGCATTAGCCCACACGTAAAACATTGCGTACCTAACCAAGAAGACTTCTCGGGCAGAGAAAATGTAAAATTATACATTAGCAGAGCCACACATTACACTAAATTGTTTAATTAGGCTTGGTTCACGTTCCGCAGCTCGTAATGCGGGCGCGCGACAGATCAACACACACACACAAGCATCTCGGCAGCACGTAGTCACTAGTGGAATAACCGCGCACTTCAACAGACCATTAAAAACCTAGACATTTATATCCTAAAGCATGTTCTGTTGAAGCTTCACAAAGCAGAATTCTAAGACAGCTTAGCTCGTCGCAACTCAGGTGGTGAAACAGCACCATGCTCTAGCTGGCAGCTGGGACTGTCACGTCGATGAGCCCTGAGTTTCTCATCGTACACACGCATTTTTCCCAGCATTTCAATTTTTTTTGTTGACCCGGGTGTGCTCGCCCACTTTGTTCCTGTTGTCCCTTTGCTTTCTGTGTTTTTCCGCAGCGGCCGCATGCAGAAGCCGGTGTGTCTGGTCGTCGCGATGACCCCCAAGAGGGGCATCGGCATCAACAACGGCCTCCCGTGGCCCCACTTGACCACAGATTTCAAACACTTTCGTCGTGTGACAAAAACGACGCCCGAAGAAGCCAGTCGCCTGAACGGGTGGCTTCCCAGGAAATTTGCAAAGACGGGCGACTCTGGACTTCCCTCTCCATCAGTCGGCAAGAGATTCAACGCCGTTGTCATGGGACGGAAAAACTGGGAAAGCATGCCTCGAAAGTTTAGACCCCTCGTGGACAGATTGAACATCGTCGTTTCCTCTTCCCTCAAAGAAGAAGACATTGCGGCGGAGAAGCCTCAAGCTGAAGGCCAGCAGCGCGTCCGAGTCTGTGCTTCACTCCCAGCAGCTCTCAGCCTTCTGGAGGAAGAGTACAAGGATTCTGTCGACCAGATTTTTGTCGTGGGAGGAGCGGGACTGTACGAGGCAGCGCTGTCTCTGGGCGTTGCCTCTCACCTGTACATCACGCGTGTAGCCCGCGAGTTTCCGTGCGACGTTTTCTTCCCTGCGTTCCCCGGAGATGACATTCTTTCAAACAAATCAACTGCTGCGCAGGCTGCAGCTCCTGCCGAGTCTGTGTTCGTTCCCTTTTGTCCGGAGCTCGGAAGAGAGAAGGACAATGAAGCGACGTATCGACCCATCTTCATTTCCAAGACCTTCTCAGACAACGGCGTACCCTACGACTTTGTGGTTCTCGAGAAGAGAAGGAAGACTGACGACGCAGCCACTGCGGAACCGAGCAACGCAATGAGCTCCTTGACGTCCACGAGGGAGACAACTCCCGTGCACGGGTTGCAGGCTCCTTCTTCGGCCGCAGCCATTGCCCCGGTGTTGGCGTGGATGGACGAAGAAGACCGGAAAAAACGCGAGCAAAAGGAACTGATTCGGGCCGTTCCGCATGTTCACTTTAGAGGCCATGAAGAATTCCAGTACCTTGATCTCATTGCCGACATTATTAACAATGGAAGGACAATGGATGACCGAACGGGCGTTGGTGTCATCTCCAAATTCGGCTGCACTATGCGCTACTCGCTGGATCAGGCCTTTCCACTTCTCACCACAAAGCGTGTGTTCTGGAAAGGGGTCCTCGAAGAGTTGCTGTGGTTCATTCGCGGCGACACGAACGCAAACCATCTTTCTGAGAAGGGCGTGAAGATCTGGGACAAGAATGTGACACGCGAGTTCCTCGATTCGCGCAATCTCCCCCACCGAGAGGTCGGAGACATCGGCCCGGGCTACGGCTTCCAGTGGAGACACTTCGGCGCGGCATACAAAGACATGCACACAGACTACACAGGGCAGGGCGTCGACCAGCTGAAGAATGTGATCCAGATGCTGAGAACGAATCCAACAGATCGTCGCATGCTCATGACTGCCTGGAATCCTGCAGCGCTGGACGAAATGGCGCTGCCGCCTTGTCACTTGTTGTGCCAGTTCTACGTGAACGACCAGAAGGAGCTGTCGTGCATCATGTATCAGCGGTCGTGCGATGTCGGCCTCGGCGTCCCCTTCAACATCGCTTCCTATTCGCTTTTGACGCTCATGGTTGCACACGTCTGCAACCTAAAACCTAAGGAGTTCATTCACTTCATGGGGAACACGCATGTCTACACGAACCATGTCGAGGCTTTAAAAGAGCAGCTGCGGAGAGAACCGAGACCGTTCCCCATTGTGAACATCCTCAACAAGGAACGCATCAAGGAAATCGACGATTTCACCGCCGAGGATTTTGAGGTCGTGGGCTACGTCCCGCACGGACGAATCCAGATGGAGATGGCTGTCTTGGATCCTGTCGCCACCTGAAGGACTGCTTAAAAATGTGCAGTGTTGATCTGGAAGAGGTTCAAGCAGAGTGACGCAAAGACGTGTCGCTTGCTTTGATGTTGGCTTCCGGAGACGAATGCATGCATTATTTTGGCATTTTCCCATTCGCGGAGCAGCGGCTTACAGGAGGATGACACGGCTTTCATTGTGCTTCATGACGCCCACTGTTACACACCTTCGCCATTGCTCTTTTTGGAATTTGGGTGTCCGGCATTTTTTTGGCCACACAAACGCACTTCCTCACATCCACCCAGCCACATGTACACATGTACACAAACACATGCAAACACAACGTGCATTCACTGTGAAGTTGCCGTGTGGCAGCGCTCACGGGGGGAAGGTAGCGGGGGAAAGGCAGGTCCCCCGCAGCGGTAGATGCAGGTTTATTCTACGGCAGGTAGAGGTTGCAGCGAATGGGGGATTCGTTTGCTGAGTAAATTTCATGCAGGTCAGTGCCTTACTAGAACATGAATATGGTCCCACAGAGAGCTTGTTGTAAGCTATGG
Note:
Left homologous arm: 1-638
RFP: 639-1316
3’ UTR (Actin): 1317-1927
EtSAG13 promoter: 1928-2746
TgDHFR: 2747-4597
Right homologous arm (3’ UTR): 4598-5124

