Additional file 1 Primers designed for whole genome sequencing of rLX-OAI4S/HAs
	Name
	Sequence 5’-3’

	SacII-F
	TCAACAACAGGGGAGTCAACAAAGCCGCGGAAACAGCCAAGAGAGACAC

	P-NP5’UTR-R
	TCGCACTCGAGATTCACACCTTCTACCCGTATTTTTTCTTAATCCTTAATATAGCTGATATAGCTGAAT

	NP5’UTR-HA-F
	GGTGTGAATCTCGAGTGCGAGCCCGAAGCTCAAACTCGAGAGAGCCTTCTGCCAAAATGGAGACAGTATCACTAATTTCTGCCAAAATGGAGACAGTATCACTAAT

	HA-NP-R
	TTATATACAAATGTTGCATCTGCAAGACCCATTGGA

	HA-NP3’UTR-F
	GATGCAACATTTGTATATAACCGACAGCACCCAGT

	NP3’UTR-R
	ATTCTACCCGTGATTTTTTCTTAATTTCTTTGGCCCTG

	NP3’UTR-M-F
	AAGAAATTAAGAAAAAATCACGGGTAGAATCGGAGTGCCCCGATTG

	P-M5’UTR-R
	CTTGGCACAATCGGGGCACTCCGATTCTACCCGTATTTTTTCTTAATCCTTAA

	M5’UTR-HA-F
	AGTGCCCCGATTGTGCCAAGATGGAGACAGTATCACTAATAA

	HA-M-R
	TTATATACAAATGTTGCATCTGCAAGACCCATTGGACATGGCCCAGA

	M3’TUR-F
	GATGCAACATTTGTATATAAGCTGCATCTCTGAGAT TGC

	M3’UTR-R
	TTCTACCCGTATTTTTTCTTAATTTGATAGAC

	M3’UTR-M-F
	TTAAGAAAAAATACGGGTAGAATCGGAGTGCCCCGATGTGCCAAGATGGACT

	P-HN5’UTR-R
	CCCGGCTCCCGATTGAGGGACGGCCTCCCCGACCGTTCTACCCGTCATTTTTTCTTAATCCTTAATATAGCT

	HN5UTR-HA-F
	TCCCTCAATCGGGAGCCGGGCCTCACAACATCCGTTCTACCGCATCACCAATAGCAGTTTTCAGTCATGGAGACAGTATCA

	HA-HN3’UTR-R
	CAAGTGACTACCGACAAGACTTAATCTAATCACATTAGCACTAGCTGATTATATACAAATG

	HN3’UTR-M-F
	ATTAAGTCTTGTCGGTAGTCACTTGATTAAGAAAAAATACGGGTAGAATCGGAGTGCCCCGATTGTG

	P-HA-R
	CCATTTCTACCCGTATTTTTTCTTAATCCTTAATATAGCTGA

	HA-F
	TTAAGAAAAAATACGGGTAGAAATGGAGACAGTA


Enzyme cleavage sites are marked with underscores, and homologous sequences are marked with bold.
