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[bookmark: _Hlk164373969]S: Significant ID number; TS: Total Significant ID Number; B: Background ID Number; ID Number; Rich Factor =S/B. Sig. Sign. P = Significant sign based on P value. 



[bookmark: _Hlk164373992]Go analysis for genes differently expressed both in Pep + Bac vs. Pep and Con vs. Pep.
[image: ]
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S: Significant ID number; TS: Total Significant ID Number; B: Background ID Number; ID Number; Rich Factor =S/B. Sig. Sign. P = Significant sign based on P value. 
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GO_Term GO_Category S TS B

Rich.

Factor

P.

value

Sig.Sign.

P

cell adhesion Biological Process 12 177 335 0.0358 <0.001****

response to bacterium Biological Process 4 177 92 0.0435 0.008**

response to interleukin-6 Biological Process 1 177 1 1.0000 0.008**

positive regulation of immune complex clearance

by monocytes and macrophages Biological Process 1 177 1 1.0000 0.008**

developmental process Biological Process 2 177 22 0.0909 0.015*

cellular response to cadmium ion Biological Process 2 177 22 0.0909 0.015*

adherens junction maintenance Biological Process 1 177 2 0.5000 0.017*

calcium ion import into cytosol Biological Process 1 177 2 0.5000 0.017*

regulation of glycogen (starch) synthase activity Biological Process 1 177 2 0.5000 0.017*

endothelial cell migration Biological Process 2 177 25 0.0800 0.019*

response to calcium ion Biological Process 2 177 26 0.0769 0.020*

G1 to G0 transition involved in cell

differentiation Biological Process 1 177 5 0.2000 0.041*

secretory granule organization Biological Process 1 177 5 0.2000 0.041*

regulation of timing of cell differentiation Biological Process 1 177 5 0.2000 0.041*

Peyer's patch development Biological Process 1 177 5 0.2000 0.041*

immune system development Biological Process 1 177 5 0.2000 0.041*

glucose homeostasis Biological Process 3 177 94 0.0319 0.045*

positive regulation of angiogenesis Biological Process 3 177 98 0.0306 0.050*

voltage-gated potassium channel complex Cellular Component 4 177 66 0.0606 0.002**

mucus layer Cellular Component 1 177 1 1.0000 0.008**

T-tubule Cellular Component 2 177 20 0.1000 0.012*

adherens junction Cellular Component 4 177 108 0.0370 0.013*

calcium ion binding Molecular Function 13 177 598 0.0217 0.002**

calcium channel activity Molecular Function 4 177 71 0.0563 0.003**

G-protein gamma-subunit binding Molecular Function 1 177 1 1.0000 0.008**

digestive hormone activity Molecular Function 1 177 1 1.0000 0.008**

cadherin binding Molecular Function 3 177 51 0.0588 0.009**

calcium ion sensor activity Molecular Function 1 177 4 0.2500 0.033*

MAP kinase phosphatase activity Molecular Function 1 177 5 0.2000 0.041*

chemokine activity Molecular Function 2 177 39 0.0513 0.043*

Both
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transmembrane transport Biological Process 18 164 577 0.0312 <0.001****

retinol transport Biological Process 2 164 3 0.6667 <0.001***

maintenance of gastrointestinal epithelium Biological Process 2 164 8 0.2500 0.002**

amino acid transport Biological Process 3 164 31 0.0968 0.002**

positive regulation of protein kinase A signaling Biological Process 2 164 10 0.2000 0.003**

cell communication Biological Process 3 164 44 0.0682 0.005**

glucose homeostasis Biological Process 4 164 94 0.0426 0.006**

regulation of glucose metabolic process Biological Process 2 164 22 0.0909 0.013*

vitamin A import into cell Biological Process 1 164 2 0.5000 0.016*

lipid biosynthetic process Biological Process 2 164 28 0.0714 0.020*

energy homeostasis Biological Process 2 164 30 0.0667 0.023*

gluconeogenesis Biological Process 2 164 33 0.0606 0.027*

G protein-coupled receptor homodimeric Cellular Component 1 164 1 1.0000 0.008**

gap junction Cellular Component 2 164 26 0.0769 0.017*

long-chain fatty acyl-CoA binding Molecular Function 2 164 5 0.4000 0.001***

gap junction channel activity Molecular Function 2 164 19 0.1053 0.009**

amino acid transmembrane transporter activity Molecular Function 2 164 31 0.0645 0.024*
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vs.
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cell adhesion Biological Process 46 964 335 0.1373 <0.001****

regulation of membrane potential Biological Process 20 964 100 0.2000 <0.001****

collagen fibril organization Biological Process 13 964 44 0.2955 <0.001****

cell-matrix adhesion Biological Process 17 964 77 0.2208 <0.001****

actin cytoskeleton organization Biological Process 24 964 147 0.1633 <0.001****

elastic fiber assembly Biological Process 6 964 8 0.7500 <0.001****

cell-cell adhesion Biological Process 21 964 134 0.1567 <0.001****

positive regulation of endothelial cell proliferation Biological Process 10 964 52 0.1923 <0.001***

myofibril assembly Biological Process 5 964 12 0.4167 <0.001***

positive regulation of MAPK cascade Biological Process 17 964 135 0.1259 <0.001***

microtubule cytoskeleton organization Biological Process 15 964 113 0.1327 <0.001***

adherens junction organization Biological Process 6 964 21 0.2857 <0.001***

fatty acid biosynthetic process Biological Process 9 964 51 0.1765 <0.001***

intracellular calcium ion homeostasis Biological Process 12 964 87 0.1379 0.001***

positive regulation of cell migration Biological Process 19 964 180 0.1056 0.001***

cell migration Biological Process 21 964 211 0.0995 0.001***

angiogenesis Biological Process 16 964 141 0.1135 0.001***

calcium ion transmembrane transport Biological Process 13 964 105 0.1238 0.001**

peptide hormone processing Biological Process 4 964 11 0.3636 0.001**

cytoskeleton organization Biological Process 13 964 107 0.1215 0.001**

calcium ion import Biological Process 5 964 19 0.2632 0.001**

cell differentiation Biological Process 28 964 334 0.0838 0.002**

calcium ion transport Biological Process 12 964 99 0.1212 0.002**

collagen biosynthetic process Biological Process 3 964 8 0.3750 0.005**

positive regulation of execution phase of apoptosis Biological Process 3 964 8 0.3750 0.005**

endothelial cell differentiation Biological Process 3 964 8 0.3750 0.005**

focal adhesion assembly Biological Process 4 964 18 0.2222 0.008**

wound healing, spreading of epidermal cells Biological Process 3 964 10 0.3000 0.009**

cell communication by electrical coupling Biological Process 2 964 4 0.5000 0.012*

wound healing, spreading of cells Biological Process 3 964 13 0.2308 0.019*

endothelial cell migration Biological Process 4 964 25 0.1600 0.026*

positive regulation of cell differentiation Biological Process 4 964 26 0.1538 0.029*

calcium ion homeostasis Biological Process 4 964 27 0.1481 0.033*

cell migration involved in sprouting angiogenesis Biological Process 3 964 16 0.1875 0.034*

mitochondrial calcium ion homeostasis Biological Process 3 964 16 0.1875 0.034*

glucose transmembrane transport Biological Process 3 964 16 0.1875 0.034*

protein metabolic process Biological Process 3 964 16 0.1875 0.034*

calmodulin dependent kinase signaling pathway Biological Process 1 964 1 1.0000 0.046*

protein O-linked glycosylation via threonine Biological Process 2 964 8 0.2500 0.049*

G1 to G0 transition Biological Process 2 964 8 0.2500 0.049*

central nervous system neuron differentiation Biological Process 1 964 10 0.1000 0.375ns

extracellular matrix Cellular Component 47 964 208 0.2260 <0.001****

collagen-containing extracellular matrix Cellular Component 33 964 122 0.2705 <0.001****

collagen trimer Cellular Component 12 964 36 0.3333 <0.001****

focal adhesion Cellular Component 23 964 148 0.1554 <0.001****

cell junction Cellular Component 39 964 369 0.1057 <0.001****

cellular anatomical entity Cellular Component 41 964 408 0.1005 <0.001****

interstitial matrix Cellular Component 6 964 12 0.5000 <0.001****

filamentous actin Cellular Component 8 964 27 0.2963 <0.001****

junctional membrane complex Cellular Component 4 964 5 0.8000 <0.001****

cell-cell junction Cellular Component 19 964 167 0.1138 <0.001***

adherens junction Cellular Component 14 964 108 0.1296 <0.001***

cell surface Cellular Component 35 964 416 0.0841 <0.001***

microfibril Cellular Component 4 964 10 0.4000 0.001***

microtubule Cellular Component 19 964 198 0.0960 0.002**

collagen type I trimer Cellular Component 2 964 2 1.0000 0.002**

dendritic microtubule Cellular Component 2 964 2 1.0000 0.002**

myofibril Cellular Component 5 964 30 0.1667 0.011*

intercellular bridge Cellular Component 9 964 81 0.1111 0.012*

Golgi apparatus Cellular Component 54 964 904 0.0597 0.029*

gap junction Cellular Component 4 964 26 0.1538 0.029*

cytoplasmic vesicle Cellular Component 22 964 314 0.0701 0.033*

collagen type III trimer Cellular Component 1 964 1 1.0000 0.046*

collagen type II trimer Cellular Component 1 964 1 1.0000 0.046*

tight junction Cellular Component 3 964 18 0.1667 0.047*

endoplasmic reticulum Cellular Component 55 964 954 0.0577 0.048*

calcium ion binding Molecular Function 87 964 598 0.1455 <0.001****

collagen binding Molecular Function 12 964 50 0.2400 <0.001****

calmodulin binding Molecular Function 15 964 102 0.1471 <0.001****

proteoglycan binding Molecular Function 5 964 11 0.4545 <0.001****

extracellular matrix constituent conferring elasticity Molecular Function 3 964 3 1.0000 <0.001****

cadherin binding Molecular Function 6 964 51 0.1176 0.029*
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