


	gene name
	Primers sequence (5’-3’)
	fragment length
	restriction enzyme cutting site

	vraS-SF
	CGCCAAGCTTTGATGTGGTAGCCAATGAGG
	662bp
	HindⅢ

	vraS-SR
	CTCGAATCGTGCGAGGAGTAGGTAGGTACGTT
	
	

	vraS-XF
	TACTCCTCGCACGATTCGAGTGATGCTGGT
	759bp
	

	vraS-XR
	CGCGGATCCACACGTAGCGTGTCGTCAAT
	
	BamHI

	vraS-N1
	GAGGGAGAACGGAAACGGA
	
	

	vraS-N2
	CTGCACCTTGTTGGAAGCC
	
	

	vraR-SF
	CGCCAAGCTTTCTATCCACTCTTCCGCAGG
	540bp
	HindⅢ

	vraR-SR
	CTCTTGCGCCCCAGCATCACTCGAATCGTAT
	
	

	vraR-XF
	GTGATGCTGGGGCGCAAGAGGACCAATAG
	
	

	vraR-XR
	CGCGGATCCCCCAACGAACACTACGCAAT
	609
	BamHI

	vraR-N1
	TGGTTATGCCCAAGATGACTG
	
	

	vraR-N2
	CATATCCCTTGGCTAACAGCGT
	
	


Target gene primers for mutant strains construction



