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15-days old T. borchii mycelium transferred to a cellophane membrane-covered PDA plate 
Single colony of transformed 
A. tumefaciens inoculated at 28°C with shaking in LB + antibiotics
Mycelium transferred to a new PDA + 200 µM AS plate
Dilution of A. tumefaciens culture into fresh medium (OD600nm=0.075) and incubation for 4h at 28°C in LB + antibiotics + 200 uM AS
50 µl of the bacterial culture from step (4) are added to the mycelium and co-cultivation is carried out for 3 days at 22-25°C in the dark

























Figure S1. Outline of the ATM-transformation protocol 
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[bookmark: _GoBack]Figure S2. ATM-transformation with the pABr1 vector using the recipient strain GV3101 a) Images (100x magnification) of T. borchii hyphae transformed with the pABr1vector obtained by phase-contrast (Nomarski) and GFP fluorescence microscopy. Untransformed, control hyphae are shown at the top (mock). The type of treatment, vector and co-cultivation times are indicated on the left; a merge of the Nomarski and GFP images is shown in the rightmost panels. b) Quantification of transformed hyphae obtained with pABr1/GV3101 and pBGgHg/GV3101 expressed as percentage of fluorescent hyphae with respect to the total number of hyphae (~4500) present in the analyzed sections. Data are the mean ± s.e.m. of at least five independent experiments. c) Same as B for the comparison of pABr1/AGL-1 and pABr-1/GV3101. d) PCR-amplification of DNA obtained from mock-infected mycelia (lane 1), AGL-1/pABr1-transformed mycelia (lane 2), and pABr1/AGL-1 bacterial cells (lane 3) performed with sgfp- (top) and kanR- (bottom) specific primers
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