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Additional file 1: 

Table S1. The operation conditions of three reactors and DNA sample time 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Note: 
a 
R1, Reactor I (salinity, 0‰); R2, Reactor II (salinity, 25‰); R3, Reactor III (salinity, 25‰); * was collected in the 

bottom while others was collected in the middle of the reactors. 

   

Operation 

mode 
HRT (h) 

Influent 

type 

Influent nitrate loading 

(kg NO3
-
-N m

-3
 d

-1
) 

Temperature 

(ºC) 

Time 

(d) 

Sample 

number
a
 

anoxic 8 

Synthetic 

RAS 

wastewater 
0.080.01 

191 

13 
R1-A 

R2-A 

50 
R1-B 

R2-B 

Real RAS 

wastewater 

0.190.09 110 
R1-C 

R2-C 

 0.220.02 

241 

138 

R1-D 

R1-D
*
 

R2-D 

R2-D
*
 

anoxic/oxi

c 
5 0.640.20 

45 R3-A 

75 
R3-B 

R3-B
*
 

100 
R3-C 

R3-C
*
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Table S2. Primers and conditions for quantitative real-time PCR in this study 

 
Bacterial 

Group 

Targeted 

Gen 

Primers 

Name 
Sequence (5’-3’) References 

Bacteria 
V3-16S 

rRNA 

1369F CGGTGAATACGTTCYCGG 
(Suzuki et al. 2000) 

1492R GGWTACCTTGTTACGACTT 

Denitrifiers nosZ 
Nos1527F CGCTGTTCHTCGACAGYCA (Scala and Kerkhof 

1998) Nos1773R ATRTCGATCARCTGBTCGTT 
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Target 

Gene 

Initial 

Denaturalization 
Denaturalization 

Primers 

Annealing 
Elongation 

Final 

Extension 

nosZ 95ºC 10 min 95ºC 10 sec 60ºC 1 min 60ºC 1 min 72 ºC 7min 

V3-16S 

rRNA 
95ºC 10 min 95ºC 1 min 55ºC 1 min 72ºC 2 min 72 ºC 7min 
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Figure S1. Richness rarefaction curves of all samples. 

 

 


