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Biotransformation of ferulic acid to protocatehuic acid by Corynebacterium glutamicum ATCC21420 engineered to express vanillate O-demethylase.
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	Table S1 Mutations of pca genes in C. glutamicum ATCC 21420 compared with C. glutamicum ATCC 13032.

	Reference nucleotide position
	Gene 
	Annotation
	Reference gene
	Coding region (amino acid)
	Mutation
	Amino acid change

	1123531
	pobA
	4-hydroxybenzoate 3-monooxygenase
	Cgl1032
	431
	Missense
	Ser307Ala

	
	
	
	
	
	
	Pro236Ser

	1124833
	pcaK
	protocatechuic acid transporter, 
	Cgl1031
	395
	Insertion
	982InsAC

	
	
	major facilitator superfamily permease
	
	
	Missense
	Ser235Phe

	
	
	
	
	
	Missense
	Leu182Ile

	
	
	
	
	
	Insertion
	183InsLL

	2531967
	pcaJ
	acyl-CoA:acetate CoA transferase beta subunit
	Cgl2389
	211
	Missense
	none

	2532602
	pcaI
	acyl-CoA:acetate CoA transferase alpha subunit
	Cgl2390
	250
	Missense
	none

	2533419
	pcaR
	pca regulon regulatory protein
	Cgl2391
	255
	Missense
	Ile154Val

	
	
	
	
	
	
	Ala185Thr

	2534202
	pcaF
	acetyl-CoA acetyltransferase
	Cgl2392
	408
	Deletion and Insertion
	216_217delTCinsCT

	
	
	
	
	
	Missense
	Ile113Val

	2535451
	pcaD
	3-oxoadipate enol-lactonase
	Cgl2393
	251
	Missense
	Asn80Ser

	
	
	
	
	
	
	Glu117Ala

	
	
	
	
	
	
	Pro168Ser

	2536197
	pcaO
	DNA-binding HTH domain-containing protein
	Cgl2394
	687
	Missense
	His328Leu

	
	
	
	
	
	
	Ser412Phe

	2538246
	pcaC
	4-carboxymuconolactone decarboxylase
	Cgl2395
	122
	Missense
	Ala18Thr

	2538614
	pcaB
	3-carboxy-cis,cis-muconate cycloisomerase
	Cgl2396
	372
	Missense
	Ser16Pro

	
	
	
	
	
	
	Arg198His

	
	
	
	
	
	
	Ala346Val

	2539707
	pcaG
	protocatechuate 3,4-dioxygenase, alpha subunit
	Cgl2397
	204
	Missense
	Ala115Thr

	
	
	
	
	
	
	Ile18Val

	2540333
	pcaH
	protocatechuate 3,4-dioxygenase, beta subunit
	Cgl2398
	230
	Missense
	Arg152His



