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Additional Material

Table S1 Scores of laccase peptides detected by LC-MS/MS using the ProteinPilot software
	Lcc8 (Q08AB9)peptides*
	Upper band
	Lower band

	R.TQYCDGLR.G
	
	12

	R.GPLVIYDPEDPYR.D
	17
	19

	R.YVGGPLVDLAIINVVPGK.R
	22
	

	R.YVGGPLVDLAIINVVPGKR.Y
	
	26

	R.YSAILTADQPIGNYWIR.A
	
	17

	R.ALPNSGNNNLFTGFIDGTNSAILR.Y
	21
	

	K.SAGIDTPYNYVNPVK.R
	16
	16

	K.SAGIDTPYNYVNPVKR.D
	22
	19

	R.DVVSTGDVGSNTTIR.F
	
	17







*only peptides with the a confidence of ≥99% are shown
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Figure S1 A Plasmid map of pYMS33 used for transformation the C. cinerea laccase lcc8 based on the pYSK7 plasmid of Kilaru et al (2006b). Instead of the native signal peptide of lcc8 the signal peptide of lcc1 was used. The constitutive glyceraldehyde 3-phosphate dehydrogenase II (gpdII) promotor promotes expression of lcc8 and the lcc1-terminator stops transcription. URA3 encodes a uracil synthase important for selection of RH1385 clones by auxotrophy and ampR leads to resistance to ampicillin in E. coli. 2Âµm ori and ColE ori are responsible for replication of plasmid in yeast and E. coli. B Deduced amino acid sequence of Lcc8. The underlined letters are representing the Lcc1 signal peptide. The * marks the signal peptide cleavage side predicted by SignalP 4.1 followed by twelve additional amino acids of the Lcc1 sequence as a linker. The histidine and cysteine highlighted in red boxes are involved in copper binding according to Kilaru et al. (2006a). Putative N-glycosylation sites are highlighted in green boxes.
[image: ]
[bookmark: _GoBack]Figure S2 Alignment of C. cinerea deduced amino acid sequences of long Lcc8 (Cci_longLcc8, Accession number: A8N4I7), Lcc8 (Cci__Lcc8, Accession number: BK004118) and Lcc8 with the Lcc1 signal peptide (Cci_Lcc1SP_Lcc8).





image1.png
noaLu-unx Jdz-ag
- o -
zovVovaepla
Z5z0-200n>>
I>S>0TI>Fz =
NGYYVSPAF

LAQWNQLDD.D

]
i
5
2
I
5
w
8

AQDLLPAG
GHSFSVVKS
TTIRFFTDNS
PVGTPALNPTPQ
PSPLDPQVVSVP

2um ori rep origin

DH
AD
HF
TI
DL
IEA
Wil
TTS
LLL
VA
SIN]

f1(+) ori rep origin ’

Laccase lcct signal peptide:
MFKNLLSFALLAISVANA*QIVNSVDTMTLTN
P
Y
K
F
L
R
[
P
GGVIS





image2.jpeg
Cci_LecISP_Lec8
Cci_longlcc

Ci_LecISP_Lec
CciZlongLec8
Cei_Lct

Cci_Lcc1SP_Lee8
Cci_longlec8
Cei_Lec!

Cci_LecTSP_Lecs
Cci“longLcc8
Cei_Lct

Cci_Lcc1SP_Lec8
CailongLec8
Cei_Lec:

Cci_Lec1SP_Lec8
Cci_longlLcc8
Cei_Lec!

Cci_Lcc1SP_Lee8
Cci_longlec8
Cei_Lec!

Cci_Lcc1SP_Lec8
Cci_longLec8
Cei_Lcc!

Cci_LecTSP_Lecs
CciZlongLcc8
CaiLec!

1 10 20

v rcRe v SAlELE Ll AAS S VRS AAY VS K

190 110
Vaeava S lAsoD DoN S VIIDNACNVCDGH
190 200 210
Tl
WARILN | SVVNGVEPAD
MARILN | EVVNCVEPaT
300
NQEDVPNQAG) WOV CDGLRGPL
YOFOVENQACMTFWVHCHFRT]
oY CDCLRCPL
370 380
A1 INVVPGKRIMVRIR IMALSCIOPNYIFS10G
A PNV 510G
NANEEZNESS PIARANENEE
460 470 480
NoAlLRVIMAGAP 1 ADP T TICAPDAPVLLDS
[DCTNCATLRYINACAPIADPT
z NN

AAQD LI T AGMSVY TLPPNAS
A AARNIRTNS

<]

VRN
640 650
towri DU GEU A VI AEDPVIMCTPALND TP

[CHTOWHLOLGMLATVIATOrVMCTTA

HIDWHLDLC CT P
729
DDAAATDSS

DDAAATD S

&
8

SvesveoovAllvecTcoE AP DY DG AN

SLNVVNOMTDI
SNV D VT

[V G Y OKHTN
fr oy

!!N i

DTOFR AT

3
v DWYHL
VT Icowyr

[DLYOVDDENT]

FSITGY

ii!ﬂ

HQLTV I EADA
HOLTVIEADA
EETRRARGYA

[QSTOPLVVD

A A

CENETARAT AT TADOP T

v ENVDAWRT Y V]
DVNLLLNL
R TN]

-H|
1S
=8

ﬁ
¥
B

DP 1]
INTNAWCTER YD FRVOAWRTYY]
560

]
P>

VKROVVST
VKROVVSTGD)
VROV

|
o]
-]
o]

I DTPYNYVNT]
RARATAIIZ

VVATPSPLD P

S0 LCPAYD) [VVATPSPLOP

Pl
]
)

ALDPSvTE A

80 20

DYVONLFCSS] SarTep S oA MAASP Ay T PlATL S AART

170 180

i
0PE- AV IRA
VISPV A
260 270

WAD GVAGYNO)

(Ao CvAC VN OlleC e ST
350 360

NDATVINCKC]

440 450
INVWIRALPNS
NYWIRALPNCMGNNNLFTGFT
RATANY NN

530
INNETENPPTV]
NNETENPPTV]
NN TN PP T

VGONTTIRFF
[VGoNTTIRE
Ve ST R

710 720
LTEAEDVT
TEA
STEAEDY





