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Figure S1.

A dsistance matrix was calculated by PCoA of unweighted Unifrac distances. 
The distances of the PCoA plots between FEC and CUL and between FEC 
and YBL are referred to as “without YBL” and “with YBL”, respectively. 
Among the nine healthy subjects, seven PCoA plots of the KUHIMMs with 
1.5% YBL were closer to those of the original fecal samples than those of the 
KUHIMMs without 1.5% YBL.
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Figure S2.

Relative decreases in the abundances of bacteria related to Unclassified 
Peptostreptococcaceae and the genus Fusobacterium in KUHIMMs, cultured 
with 1.5% YBL (designated as YBL) or without 1.5% YBL (designated as CUL). 
**p < 0.01, n = 9, paired t-test. ns: not significant

**



Figure S3.
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Relationship between the sum of the relative abundance (%) of bacteria related 
to the genera Faecalibacterium, Roseburia, Unclassified Ruminococcaceae, 
and Lachnospira and the butyrate concentration (mM) in KUHIMM cultures with 
(colored circles) or without (colored triangles) 1.5% YBL, as determined after 
48 h of fermentation. The different colors are related to each of the nine healthy 
subjects (HS-1–HS-9). The solid line and the corresponding line equation 
indicate the best-fit linear relationship.


