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Figure S1. GC-MS analysis of a diethyl 2-(1-methyloctyl)succinate (C9 alkylsuccinate) standard. (a) GC partial ion chromatogram following selection for the m/z 128 ion of a diethyl 2-(1-methyloctyl)succinate standard, (b) Mass spectral profiles of diethyl 2-(1-methyloctyl)succinate (retention time, 17.60 min).
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[bookmark: OLE_LINK1][bookmark: OLE_LINK2]Figure S2. Mass spectral profiles of dicarboxylic acids identified in alkane-amended enrichment cultures. Left panel: compound detected in the alkane-amended enrichment cultures. Right panel: ethyl-derivatized authentic standards.
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Figure S3. Mass spectral profiles of fatty acids (ethyl derivatives) identified in alkane-amended enrichment cultures.
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Figure S4. Phylogenetic tree of deduced amino acid sequences of methyl coenzyme-M reductase genes (mcrA) from alkane-amended enrichment culture (in red). Topology of the tree was obtained by the neighbor-joining method. Bootstrap values (n=1,000 replicates), values below 75% are not shown.
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