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[image: ]Figure S1. 1H NMR spectrum (400 MHz, CDCl3) of compound 1
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Figure S2. 13C NMR spectrum (100 MHz, CDCl3) of compound 1
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Figure S3. HMBC spectrum of compound 1[image: ]
















[bookmark: _Hlk113721380]Figure S4. 1H NMR spectrum (400 MHz, CDCl3) of compound 2
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Figure S5. 1H NMR spectrum (400 MHz, CDCl3) of compound 2
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13C NMR spectrum (100 MHz, CDCl3) of compound 2


Figure S6. Positive ESI-MS spectrum of compound 3
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Figure S7. 1H NMR spectrum (400 MHz, CDCl3) of compound 3[image: ]
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[bookmark: _Hlk113115211]Figure S8. [image: ] 13C NMR spectrum (100 MHz, CDCl3) of compound 3




















	
Figure S9. HMQC spectrum of compound 3
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Figure S10. HMBC spectrum of compound 3
[image: Chart

Description automatically generated]





















[bookmark: _Hlk134627149]Figure S11. Positive ESI-MS spectrum of compound 4
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Figure S12. 1H NMR spectrum (400 MHz, CDCl3) of compound 4[image: ]
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Figure S13. 13C NMR spectrum (100 MHz, CDCl3) of compound 4
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Figure S1[image: A picture containing chart
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[image: ] Figure S15. HMBC spectrum of compound 4
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Figure S17. 1H NMR spectrum (400 MHz, CDCl3) of compound 5
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Figure S18. 13C NMR spectrum (100 MHz, CDCl3) of compound 5
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Figure S19. HMQC spectrum of compound 5
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Description automatically generated]Figure S20. HMBC spectrum of compound 5
















Figure S[image: A picture containing text, screenshot, line, number

Description automatically generated]21. Positive ESI-MS spectrum of compound 6















	
		
Figure S22. 1H NMR spectrum (400 MHz, CDCl3) of compound 6[image: ]


[image: ]













	
Figure S23. 13C NMR spectrum (100 MHz, CDCl3) of compound 6
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Figure S24. HMBC spectrum of compound 6
. 
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Antimicrobial susceptibility test of tested samples
[image: ]
[image: ]Figure S25. Inhibitory effect of different concentrations (1, 0.75 and 0.5 mg/ml) of ETOAC extract against reference strains. (A) = Escherichia coli ATCC 8739 (E.C), (B) = Pseudomonas aeruginosa ATCC 9027 (Ps.), (C) = Klebsiella pneumonia ATCC 700603 (K), (D) = Salmonella enterica ATCC 14028 (SL.), (E)= Listeria monocytogenes ATCC 7644 (Ls.), (F) = Clostridium perfringens ATCC 13124 (CL.), (G) Staphylococcus aureus ATCC 25923 (S1), (H) = Streptococcus faecalis ATCC 8043 (S2), (I)= Candida albicans ATCC 10231 (C), and (J)= Aspergillus niger ATCC 6275 (Asp.).











Figure S26. Inhibitory effect of different concentrations (1, 0.75 and 0.5 mg/ml) of pure compound 1 against reference strains. (A) = Escherichia coli ATCC 8739 (E.C), (B) = Pseudomonas aeruginosa ATCC 9027 (Ps.), (C) = Klebsiella pneumonia ATCC 700603 (K), (D) = Salmonella enterica ATCC 14028 (SL.), (E)= Listeria monocytogenes ATCC 7644 (Ls.), (F) = Clostridium perfringens ATCC 13124 (CL.), (G) Staphylococcus aureus ATCC 25923 (S1), (H) = Streptococcus faecalis ATCC 8043 (S2), (I)= Candida albicans ATCC 10231 (C), and (J)= Aspergillus niger ATCC 6275 (Asp.).
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Figure S27. Inhibitory effect of different concentrations (1, 0.75 and 0.5 mg/ml) of pure compound 3 against reference strains. (A) = Escherichia coli ATCC 8739 (E.C), (B) = Pseudomonas aeruginosa ATCC 9027 (Ps.), (C) = Klebsiella pneumonia ATCC 700603 (K), (D) = Salmonella enterica ATCC 14028 (SL.), (E)= Listeria monocytogenes ATCC 7644 (Ls.), (F) = Clostridium perfringens ATCC 13124 (CL.), (G) Staphylococcus aureus ATCC 25923 (S1), (H) = Streptococcus faecalis ATCC 8043 (S2), (I)= Candida albicans ATCC 10231 (C), and (J)= Aspergillus niger ATCC 6275 (Asp.).
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	Figure S28. Inhibitory effect of different concentrations (1, 0.75 and 0.5 mg/ml) of pure compound 4 against reference strains. (A) = Escherichia coli ATCC 8739 (E.C), (B) = Pseudomonas aeruginosa ATCC 9027 (Ps.), (C) = Klebsiella pneumonia ATCC 700603 (K), (D) = Salmonella enterica ATCC 14028 (SL.), (E)= Listeria monocytogenes ATCC 7644 (Ls.), (F) = Clostridium perfringens ATCC 13124 (CL.), (G) Staphylococcus aureus ATCC 25923 (S1), (H) = Streptococcus faecalis ATCC 8043 (S2), (I)= Candida albicans ATCC 10231 (C), and (J)= Aspergillus niger ATCC 6275 (Asp.).
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Figure S29. Inhibitory effect of different concentrations (1, 0.75 and 0.5 mg/ml) of pure compound 6 against reference strains. (A) = Escherichia coli ATCC 8739 (E.C), (B) = Pseudomonas aeruginosa ATCC 9027 (Ps.), (C) = Klebsiella pneumonia ATCC 700603 (K), (D) = Salmonella enterica ATCC 14028 (SL.), (E)= Listeria monocytogenes ATCC 7644 (Ls.), (F) = Clostridium perfringens ATCC 13124 (CL.), (G) Staphylococcus aureus ATCC 25923 (S1), (H) = Streptococcus faecalis ATCC 8043 (S2), (I)= Candida albicans ATCC 10231 (C), and (J)= Aspergillus niger ATCC 6275 (Asp.).














Antiproliferative activity
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Figure S30. Concentration-response curve of isolated metabolites (1-3) on the proliferation of different prostate cancer cell lines. Bar graphs represent mean cell proliferation (±SD) and indicated concentrations. A) compound 1; B) compound 2; C) compound 3.
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Figure S31. Concentration-response curve of isolated metabolites (4-6) on the proliferation of different prostate cancer cell lines. Bar graphs represent mean cell proliferation (±SD) and indicated concentrations. A) compound 4; B) compound 5; C) compound 6.
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