Supplementary material 
[bookmark: OLE_LINK2]Supplementary Figure 1 
Venn diagram shows number of genes common and unique to the groups SU and WI.
Supplementary Figure 2 
Results of Metastat test at the phylum level. “*” means significant difference(p<0.05), “**” means extremely significant difference (p<0.01).
[bookmark: _GoBack]Supplementary Figure 3
Results of Metastat test at the family level. “*” means significant difference(p<0.05), “**” means extremely significant difference (p<0.01).
Supplementary Figure 4 
PCOA analysis based on the abundance of annotated genes showed that samples from the groups SU and WI clustered individually.
[bookmark: OLE_LINK1]Supplementary Figure 5 
NMDS analysis based on the abundance of annotated genes showed that samples from the groups SU and WI clustered individually.
Supplementary Figure 6
Gene function annotation results based on level 1 and 2 in KEGG database.
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