	End position
	Sequence
	Start position
	No.

	Ace protein

	31
	SVKFLVLLLVMILPIAGALLIGPISFGA
	4
	1

	48
	LSKSPIVDKVELDHTT
	33
	2

	61
	TSIKVSF
	55
	3

	84
	ITLTLPDALV
	75
	4

	116
	GLGEVFIYKDHVVAIFN
	100
	5

	127
	KVESLHNVNG
	118
	6

	135
	FSFGIKT
	129
	7

	147
	SQPNVIE
	141
	8

	184
	YPFFYKVGD
	176
	9

	198
	QVRWFLNV
	191
	10

	243
	KYISLAE
	237
	11

	278
	FTSFIVRY
	271
	12

	322
	QVKNVFVD
	315
	13

	382
	SQPEVHVS
	375
	14

	407
	LGTIAPIIPEKPS
	395
	15

	429
	SQPEVHVS
	422
	16

	454
	LGTIAPIIPEKPS
	442
	17

	476
	SQPEVHVS
	469
	18

	501
	LGTIAPIIPEKPS
	490
	19

	523
	SQPEVHVS
	516
	20

	548
	LGTIAPIIPEKPS
	536
	21

	571
	SQPEVHVSP
	563
	22

	608
	QPQILNAPL
	600
	23

	629
	SPQLAPQLLSEPIQ
	616
	24

	670
	PFMLIAGLQTLASTFAVLGVSY
	649
	25

	

	Esp protein

	54
	GTGYYYLQ
	47
	1

	88
	ELEEVYDVDT
	79
	2

	98
	VKGKVFIHE
	90
	3

	119
	HKAQLVDKEGTVLAEK
	104
	4

	151
	DSSKLIAKD
	143
	5

	160
	LKIQIVSP
	153
	6

	188
	GSTVIKESPKAVDKQTVVVGF
	168
	7

	229
	TKGIVTV
	223
	8

	246
	FDVDVEFAVKA
	236
	9

	259
	DATYVPI
	253
	10

	293
	DKPDVPLANDAFSILDVYN
	275
	11


 Supplementary Table 1. Antigenic determinants in Ace and Esp proteins.


























[bookmark: _GoBack]Supplementary Table 2. Predicted functional partners in the protein-protein interaction network.
	Proteins
	Predicted functional partners
	Neighborhood
	Gene Fusion
	Cooccurence
	Coexpression
	Experiments
	Databases
	Textmining
	Homology
	Score

	EF_1099 (Ace protein)	

	EF_2504
	Uncharacterized protein
	0.082
	-
	0.775
	-
	0.109
	-
	0.080
	-
	0.808

	EF_3314
	Cell wall surface anchor family protein
	0.060
	-
	0.778
	-
	-
	-
	-
	-
	0.782

	EF_0714
	Uncharacterized protein
	-
	-
	0.772
	-
	-
	-
	-
	-
	0.772

	EF_0852
	Hypothetical protein
	0.048
	-
	0.771
	-
	-
	-
	-
	-
	0.772

	EF_2503
	Conserved domain protein
	-
	-
	0.761
	-
	-
	-
	-
	-
	0.763

	EF_0798
	Uncharacterized protein
	-
	-
	0.760
	-
	-
	-
	-
	-
	0.760

	EF_2224
	Cell wall surface anchor family protein
	-
	-
	0.759
	-
	-
	-
	-
	-
	0.759

	EF_2505
	Cell wall surface anchor family protein
	-
	-
	0.694
	-
	-
	-
	0.244
	-
	0.758

	EF_0873
	Transcriptional regulator, Cro/CI family
	-
	-
	0.752
	-
	-
	-
	0.049
	-
	0.754

	EF_0093
	Cell wall surface anchor family protein
	0.069
	-
	0.722
	-
	-
	-
	0.069
	-
	0.747

	

	ebsa (Esp protein)

	ebsB
	Ribonuclease hi
	0.601
	-
	-
	-
	-
	-
	0.862
	-
	0.942

	EF_1523
	Conserved domainl protein
	-
	-
	0.751
	-
	-
	-
	-
	-
	0.751

	EF_1324
	Uncharacterized protein
	-
	-
	0.720
	-
	-
	-
	-
	-
	0.720

	EF_0485
	Aggregation substance
	-
	-
	0.428
	-
	-
	-
	0.448
	-
	0.670

	EF_2146
	Membrane protein
	-
	-
	0.638
	-
	-
	-
	-
	-
	0.638

	EF_2695
	Uncharacterized protein
	-
	-
	0.637
	-
	-
	-
	-
	-
	0.637

	EF_0462
	Conserved domain protein
	-
	-
	0.605
	-
	-
	-
	-
	-
	0.605

	EF_1934
	Conserved domain protein
	-
	-
	0.601
	-
	-
	-
	-
	-
	0.601

	EF_3301
	Uncharacterized protein
	-
	-
	0.595
	-
	-
	-
	-
	-
	0.595

	EF_0773
	Uncharacterized protein
	-
	-
	0.590
	-
	-
	-
	-
	-
	0.590












