Supplementary Figure legend

Supplementary Fig.S1. Enrichments analysis in cluster 2 goblet cells. 
A. Disease enrichment of the genes in cluster 2 goblet cells. B. KEGG enrichment of the genes in cluster 2. C. The Top 20 genes in adenoma tissue compare to normal tissue in cluster 2. D. The Top 20 genes in adenoma tissue compare to normal tissue in cluster 2. 
[image: E:\科 研\课 题\结肠癌BD单细胞测序\实验数据 20220518\图表结果 20220524\Figure S3 cluster 2.tif]
Supplementary Fig.S2. Enrichments analysis in cluster 3 colon cancer cells.
A. Disease enrichment of the genes in cluster 3 colon cancer cells. B. KEGG enrichment of the genes in cluster 3. C. The top 20 genes in adenoma tissue compare to normal tissue in cluster 3. D. The Top 20 genes in adenoma tissue compare to normal tissue in cluster 3. 
[image: E:\科 研\课 题\结肠癌BD单细胞测序\实验数据\图表结果\Figure S3 cluster 3.tif]
Supplementary Figure S3. characteristics of epithelial cell subsets and Epi1.
A. The maker genes of the four epithelial cell subsets. B. The top marker genes of the Epi1 subset. C. The most enriched signaling of Epi1 by GO enrichment analysis. D. The most enriched signaling of Epi1 by KEGG enrichment analysis.
[image: E:\科 研\课 题\结肠癌BD单细胞测序\实验数据\图表结果\Figure S4 Epi1.tif]
Supplementary Fig.S4. characteristics of enterocyte cell subsets and Entero0.
A. The maker genes of the eleven epithelial cell subsets. B. The top marker genes of the Entero0 subset. C. The most enriched signaling of Entero0 by GO enrichment analysis. D. The most enriched signaling of Entero0 by KEGG enrichment analysis.
[image: E:\科 研\课 题\结肠癌BD单细胞测序\实验数据\图表结果\Figure S5 Entro0.tif]
Supplementary Fig.S5. characteristics of enterocyte cell subsets and Entero5.
A. The top marker genes of the Entero5 subset. B. The most enriched signaling of Entero5 by GO enrichment analysis. C. The most enriched signaling of Entero5 by KEGG enrichment analysis.
[image: E:\科 研\课 题\结肠癌BD单细胞测序\实验数据\图表结果\Figure S6 Entro5.tif]
Supplementary Fig.S6. characteristics of T cell subsets and T8.
A. The maker genes of the nine T cell subsets. B. The top marker genes of the T8 subset. C. The most enriched signaling of T8 by GO enrichment analysis. D. The most enriched signaling of T8 by KEGG enrichment analysis.
[image: E:\科 研\课 题\结肠癌BD单细胞测序\实验数据\图表结果\Figure S7 T8.jpg]
[bookmark: _GoBack]Supplementary Fig.S7. Cell fate differentiation based on all the cells
[bookmark: _Hlk85040919]A. Single cell trajectories differentiated by samples. B. Single cell trajectories differentiated by states. C. Single cell trajectories differentiated by clusters. D. Cell pseudo temporal trajectory analysis. E. Trajectory graph showed by each sample. F. The top50 different expressed gene heatmap by pseudotime. G. The top50 different expressed gene heatmap by branch.
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