Figure S1

N
o
!

|
N
o
!

N
o
L

|
IS
o
L

N
o
!

|
By
o
L

By
o
f

|
N
o
!

N
o
L

|
IS
o
L

N
o
L

|
S
o
L

FItSNE_2
<

FItSNE_2
<

FItSNE_2
<

FItSNE_2
<

FItSNE_2
<

FItSNE_2
<

|
o4
o

30 0 30

FItSNE_1
Col1a2
iy,

60 -30 0 30
FItSNE_1
Akr1d1

X

60 -30 0 30
FItSNE_1
Cd209a
L

60 -30 0 30
FItSNE_1
Chgb

-
60 -30 0 30

FItSNE_1
Pf4

|
o
o

30 0 30
FItSNE_1

o N A~ O O =N W h O =N WM O=_2NWArIO O=_2NWHrO

O =N WhH

FItSNE_2
o 3

|
IS
o
L

-60

FItSNE_2
o S

|
A
<)
L

30 0 30
FItSNE_1

Nkg7

|
o
o

FItSNE_2
o 5

|
Ey
o

1

30 0 30
FItSNE_1

Naaa

-60

FItSNE_2
o 3

|
N
o
!

30 0 30
FItSNE_1

Ube2c

-60

FItSNE_2
o 3

|
N
o
L

30 0 30
FItSNE_1

Lyz1

-60

FItSNE_2
o 5

|
S
o
L

30 0 30
FItSNE_1

S100a9

-60

30 0 30
FItSNE_1

O=_NWhLrO O =~ N W O - N W H O =N WwbhH O =N Wwh

O=_2NWArOTO

FItSNE_2
o 3

|
S
o
L

)

-60

FItSNE_2
o 5

|
S
o
'

30 0 30
FItSNE_1

Dcn

v

-60

FItSNE_2
o 5

|
Ny
o
L

30 0 30
FItSNE_1

Gjad

|
[
o

FItSNE_2
o 3

|
S
o
L

20 0 30
FItSNE_1

Igkc

-60

FItSNE_2
o 5

|
S
o
f

30 0 30
FItSNE_1

Acta2

-60

FItSNE_2
o 5

|
ey
o
L

30 0 30
FItSNE_1

Wfdc17

-60

20 0 30
FItSNE_1

O=2NWrO oON &~ O o =~ N W o N B~ O o -~ N W s

O =2NWH



eeeee

ESiiSE lE====E=E=E:
SIRRIIEE USEEEN: 1
|
|

LLLL 1 11

|

IEE l_i 11 11

st | | ] QI 1001 41 ddd

Aldh1a’ _J____J_ ‘Ll%

il SENE Lﬂm L
i

455

Mp’\ WWTHWI

i
v

SSSSSSSSS

I1

I
W

==
o
[
m

“ |

ﬂrh

W“

Ww
'Ixm“ r”

m W u*‘

r
e
Col3a1
Rcn3
Gstm1
Cs;w
Gsn }
Col1a1 ||
Seé%g | 1 h ’ |’|||WJH
O%Xf? “ || II|I 1 ’
smec2 (NN "I\I
<2, IR M\W‘ \ m
el | J
ap I ||||| M |||||||
ol |)M
Nbl1

|
It




Figure S3
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Figure S4

Adult Adrenal Gland by lllumina

Adult Adrenal Gland by BGI
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Figure S5
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Figure S6
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