

R computer code:  

Estimating treatment-covariate interaction using meta-analysis of interactions 

# Run regression model in each trial 
glmer (Outcome ~ Covariate* Treatment, family= bionomial (link “log”))
# Combine summary interaction effect estimates (γ̂𝑖) using conventional meta-analysis techniques

Estimating treatment-covariate interaction using a one stage meta-analysis with random treatment effect

glmer (Outcome ~ Trial + Covariate* Treatment + (Treatmentn-1|Trial), family= bionomial (link “log”))

Estimating treatment-covariate interaction using a one stage meta-analysis with correlated trial treatment random effects 

glmer(outcome ~ factor(arm)*covar + (1+arm|trial),family=binomial)
Estimating treatment-covariate interaction using a one stage meta-analysis with uncorrelated trial treatment random effects 

glmer(outcome ~ factor(arm)*covar + (1|trial) + (arm-1|trial),family=binomial)

Estimating treatment-covariate interaction using a one stage meta-analysis with random treatment and random interaction effects 

glmer(outcome ~ factor(arm)*covar + (1|trial) + (arm-1|trial) + (arm:covar-arm-1|trial),family=binomial)

Estimating treatment-covariate interaction using a one-stage meta-analysis that separates the within-study information on the treatment-covariate interaction from the between-study information9. 

glmer(outcome ~ factor(arm)*(covar.within+covar.between) + (1+arm|trial), family=binomial)



