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Canu v1.6 assembly and polishing with Pilon v1.20:

canu -p NGKPC_421 -d /directory genomeSize=5.89M -pacbio-raw NGKPC_421,subreads.fastq useGrid=false gnuplotTested=true)

java -jar pilon-1.20.jar --genome NGKPC421.contigs.fasta –frags Illumina_421_contigs.sorted.bam --output Pilon_421

Core-genome-SNP tree construction on Parsnp v1.2

parsnp -r genomes_dir/NGKPC_421.fasta -d genomes_dir -p 8 -o KP_Parsnp_output -x -c)
