Table S1. Main characteristics of all eligible studies reporting the prevalence of MRSA in elderly people living in ECCs
	Author 
	Country
	Income level
	Type of ECCs
	Type of study
	Type of sample
	Number of elderly people tested
	Number of elderly people tested positive for MRSA
	Quality score

	African region
	
	
	
	
	
	
	
	

	September et al. (2019) [1]
	South Africa
	UMI
	RCHs
	Cross sectional
	Nasal, skin, inguinal, axillary
	152
	13
	Moderate

	Eastern Mediterranean Region
	
	
	
	
	
	
	
	

	Albarrag et al. (2020) [2]
	Saudi Arabia
	High
	NHs
	Cross sectional
	Nasal
	188
	17
	Moderate

	Region of the Americas
	
	
	
	
	
	
	
	

	Gibson et al. (2022) [3]
	United states
	High
	NHs
	Prospective cohort
	Nares, orophar-ynx, groin, perianal area
	625
	23
	Moderate

	Silva et al. (2022) [4]
	Brazil
	UMI
	RCHs
	Cross sectional
	nasal vestibule, oropharynx, rectum
	226
	18
	Low

	Mody et al. (2021) [5]
	United states
	High
	NHs
	RCT
	Nares, orophar-ynx, groin, perianal area
	245
	7
	Low

	Cassone et al. (2021) [6]
	United states
	High
	NHs
	Prospective cohort
	Nasal, throat, inguinal, perineal
	651
	105
	Low

	McKinnell et al. (2020) [7]
	United states
	High
	NHs
	Cross sectional
	Nasal, axillary, inguinal
	1400
	518
	Low

	McKinnell et al. (2019) [8]
	United states
	High
	NHs
	Cross sectional
	Nasal, axillary, inguinal, perirectal
	1046
	427
	Low

	da Silveira et al. (2018) [9]
	Brazil
	UMI
	NHs
	Cross sectional
	Nasal
	300
	53
	Moderate

	Heinze et al. (2018) [10]
	United states
	High
	NHs
	Prospective cohort 
	Nasal, throat, inguinal, wound
	508
	41
	Low

	Mody et al. (2018) [11]
	United states
	High
	NHs
	Prospective cohort
	Nasal, throat, inguinal, wound, device
	651
	105
	Low

	McKinnell et al. (2016) [12]
	United states
	High
	NHs
	Cross sectional
	Nasal, axillary, inguinal
	605
	160
	Low

	Roghmann et al. (2015) [13]
	United states
	High
	NHs
	Prospective cohort
	Nasal, skin
	401
	113
	Low

	Datta et al. (2014) [14]
	United states
	High
	NHs
	Cross sectional
	Nasal
	1661
	266
	Low

	Elemam et al. (2014) [15]
	Canada
	High
	LTCFs
	Cross sectional
	Nasal
	64082
	1920
	Low

	Gibson et al. (2014) [16]
	United states
	High
	NHs
	RCT
	Nasal, throat, urinary catheter, inguinal, perianal, wounds
	120
	75
	Moderate

	Mitchell et al. (2014) [17]
	United states
	High
	NHs
	Prospective cohort 
	Nasal, rectal
	360
	46
	Low

	Schora et al. (2014) [18]
	United states
	High
	LTCFs
	Cross sectional
	Nasal
	673
	112
	Low

	Hudson et al. (2013) [19]
	United states
	High
	NHs
	Prospective cohort
	Nasal
	3806
	837
	Moderate

	Murphy et al. (2012) [20]
	United states
	High
	NHs
	Cross sectional
	Nasal
	2111
	507
	Low

	Stone et al. (2012) [21]
	United states
	High
	LTCFs
	Prospective cohort
	Nasal
	412
	242
	Low

	Reynolds et al. (2011) [22]
	United states
	High
	NHs
	Cross sectional
	Nasal
	1000
	310
	Low

	Bowler et al. (2010) [23]
	United states
	High
	NHs
	RCT
	Nasal, wound, device, 
	687
	80
	Low

	Li et al. (2010) [24]
	United states (Hawai‘i)
	High
	NHs
	Cross sectional
	Wound, sputum, urine, blood
	2248
	1053
	Low

	Garazi et al. (2009) [25]
	United states
	High
	NHs
	Cross sectional
	Nasal
	160
	44
	Moderate

	Furuno et al. (2008) [26]
	United states
	High
	LTCFs
	Cross sectional
	Nasal, wound, rectal, sputum
	147
	44
	Moderate

	Mody et al. (2008) [27]
	United states
	High
	NHs
	Case-control
	 Nares, oropharynx, groin, perianal area, and wounds 
	108
	51
	Moderate

	Stone et al. (2008) [28]
	United states
	High
	LTCFs
	Prospective cohort
	Nasal
	83
	49
	Moderate

	Trick et al. (2001) [29]
	United states
	High
	NHs
	Cross sectional
	Nasal, rectal, device, axillary, wound
	117
	24
	Moderate

	Smith et al. (2000) [30] 
	United states
	High
	LTCFs
	Prospective cohort
	Nasal, urine, wound
	442
	39
	Low

	Mulhausen et al. (1996) [31]
	United states
	High
	NHs
	Cross sectional
	Nasal
	148
	12
	Moderate

	Owen et al. (1994) [32]
	United states
	High
	NHs
	Cross sectional
	Nasal, oral, wound, device
	107
	28
	Moderate

	Terpenning et al. (1994) [33]
	United states
	High
	LTCFs
	Prospective cohort 
	Nasal, perineal, rectal, wound
	551
	125
	Low

	Murphy et al. (1992) [34]
	United states
	High
	LTCFs
	Cross sectional
	Nasal, wound, sputum, stoma, urine
	118
	30
	Moderate

	Muder et al. (1991) [35]
	United states
	High
	LTCFs
	Cross sectional
	Nasal
	164
	23
	Moderate

	Cederna et al. (1990) [36]
	United states
	High
	NHs
	RCT
	Nasal
	102
	21
	Moderate

	European Region
	
	
	
	
	
	
	
	

	Kasela et al. (2021) [37]
	Poland
	High
	NHs
	Cross sectional
	Nasal, throat
	55
	38
	Moderate

	Moschou et al. (2020) [38]
	Greece
	High
	NHs
	Cross sectional
	Nasal
	227
	33
	Moderate

	Drayß et al. (2019) [39]
	Germany
	High
	NHs
	Cross sectional
	Nasal, throat
	46
	3
	Moderate

	Latour et al. (2019) [40]
	Belgium
	High
	NHs
	Cross sectional
	Nasal, throat, perieal, wound
	1448
	133
	Low

	Olofsson et al. (2019) [41]
	Sweden
	High
	NHs
	Cross sectional
	Nasal, throat, inguinal, wound, urine, rectal
	73
	0
	Moderate

	Van Dulm et al. (2019) [42]
	Netherlands
	High
	LTCFs
	Cross sectional
	Nasal
	385
	3
	Low

	Galán et al. (2019) [43]
	Spain
	High
	RCHs
	Cross sectional
	Nasal, axillary
	293
	11
	Moderate

	Nucleo et al. (2018) [44]
	Italy
	High
	LTCFs
	Cross sectional
	Throat, rectal, inguinal
	340
	45
	Low

	Kohler et al. (2018) [45]
	Switzerland
	High
	NHs
	Prospective cohort
	
	9940
	556
	Low

	Kutsoylu et al. (2018) [46]
	Turkey
	High
	NHs
	Cross sectional
	Nasal, axillary, rectal
	247
	8
	Moderate

	Kwetkat et al. (2018) [47]
	Germany
	High
	NHs
	Cross sectional
	Nasal, throat
	529
	6
	Low

	Becker et al. (2017) [48]
	Germany
	High
	NHs
	Cross sectional
	Nasal
	154
	9
	Moderate

	Giufrè et al. (2017) [49]
	Italy
	High
	LTCFs
	Cross sectional
	Nasal, axillary
	487
	84
	Low

	Hequet et al. (2017) [50]
	Switzerland
	High
	NHs
	RCT
	Nasal, throat, inguinal
	104
	34
	Moderate

	March et al. (2017) [51]
	Italy
	High
	LTCFs
	Cross sectional
	Throat, rectal, inguinal
	115
	17
	Moderate

	Peters et al. (2017) [52]
	Germany
	High
	NHs
	Cross sectional
	Nasal, wound
	422
	23
	Low

	Reynaga et al. (2017) [53]
	Spain
	High
	NHs
	Prospective cohort
	Nasal
	204
	32
	Moderate

	Harrison et al. (2016) [54]
	United Kingdom
	High
	LTCFs
	Prospective cohort
	Nasal
	64
	17
	Moderate

	Nillius et al. (2016) [55]
	Germany
	High
	LTCFs
	Cross sectional
	Nasal, throat
	2858
	136
	Low

	Rondeau et al. (2016) [56]
	France
	High
	LTCFs
	Cross sectional
	Blood
	921
	39
	Low

	Rondeau et al. (2016) [56]
	France
	High
	NHs
	Cross sectional
	Blood
	470
	41
	Low

	Verhoef et al. (2016) [57]
	Netherlands
	High
	LTCFs
	Cross sectional
	Nasal, urine
	4763
	13
	Low

	Hogardt et al. (2015) [58]
	Germany
	High
	LTCFs
	Cross sectional
	Nasal, throat, perianal
	690
	45
	Low

	Bellini et al. (2015) [59]
	Switzerland
	High
	NHs
	RCT
	Nasal, inguinal, wound
	2084
	215
	Low

	Ludden et al. (2015) [60]
	Ireland
	High
	LTCFs
	Cross sectional
	Nasal
	64
	17
	Moderate

	Vendrell et al. (2015) [61]
	Spain
	High
	LTCFs
	Cross sectional
	Nasal, wound
	413
	93
	Low

	Barrufet et al. (2014) [62]
	Spain
	High
	LTCFs
	Cross sectional
	Nasal, wound
	413
	93
	Low

	Budimir et al. (2014) [63]
	Croatia
	High
	NHs
	Cross sectional
	Nasal, wound, urine
	877
	62
	Low

	March et al. (2014) [64]
	Italy
	High
	LTCFs
	Cross sectional
	Nasal, orothroat, rectal, urine, inguinal
	106
	14
	Moderate

	Romaniszyn et al. (2014) [65]
	Poland
	High
	LTCFs
	Cross sectional
	Nasal, wound
	193
	23
	Moderate

	Ruscher et al. (2014) [66]
	Germany
	High
	LTCFs
	Cross sectional
	Inguinal
	402
	19
	Low

	Stark et al. (2014) [67]
	Sweden
	High
	NHs
	Prospective cohort
	Nasal, throat, wound, inguinal
	290
	139
	Moderate

	Gruber et al. (2013) [68]
	Germany
	High
	NHs
	Cross sectional
	Nasal,throat, rectal, wounds
	178
	16
	Moderate

	Horner et al. (2013) [69]
	United Kingdom
	High
	NHs
	Cross sectional
	Nasal
	2492
	888
	Low

	Jans et al. (2013)  [70]
	Belgium
	High
	NHs
	Cross sectional
	Nasal, wound, perineal, throat
	2789
	366
	Low

	Mossong et al. (2013)[71]
	Luxembourg
	High
	LTCFs
	Cross sectional
	Nasal, throat
	954
	69
	Low

	van der Donk et al. (2013) [72]
	Netherlands
	High
	NHs
	Cross sectional
	Nasal
	693
	245
	Low

	Andersson et al. (2012) [73]
	Sweden
	High
	NHs
	Cross sectional
	Nasal, throat, wound, Urainary catheter
	560
	0
	Low

	Schoevaerdts et al. (2012) [74]
	Belgium
	High
	LTCFs
	Prospective cohort
	Nasal, throat,inguinal, axillary
	320
	24
	Moderate

	Olofsson et al. (2012) [75] 
	Sweden
	High
	NHs
	Cross sectional
	Nasal, throat, inguinal, wound
	199
	0
	Moderate

	Pfingsten-Würzburg et al. (2011) [76]
	Germany
	High
	NHs
	Cross sectional
	Nasal, wound
	1827
	139
	Moderate

	Schwaber et al. (2011) [77]
	Israel
	High
	LTCFs
	Cross sectional
	Nasal
	191
	27
	Moderate

	Lasseter et al. (2010) [78]
	United Kingdom
	High
	NHs
	Cross sectional
	Nasal
	748
	59
	low

	March et al. (2010) [79]
	Italy
	High
	LTCFs
	Cross sectional
	Throat, rectal, inguinal
	111
	43
	Moderate

	Baldwin et al. (2009) [80]
	United Kingdom
	High
	NHs
	Cross sectional
	Nasal, wound
	1111
	267
	Low

	Denis et al. (2009) [81]
	Belgium
	High
	NHs
	Cross sectional
	Nasal, throat, wound, Urainary meatus
	2953
	587
	Low

	Brugnaro et al. (2009) [82] 
	Italy
	High
	LTCFs
	Cross sectional
	Nasal
	551
	43
	Low

	Eveillard et al. (2008)  [83]
	France
	High
	LTCFs
	Cross sectional
	Nasal, rectal, urine, wound
	109
	41
	Moderate

	Manzur et al. (2008) [84]
	Spain
	High
	LTCFs
	Cross sectional
	Nasal, wound
	1377
	231
	Low

	Pop-Vicas et al. (2008)  [85]
	Israel
	High
	LTCFs
	Cross sectional
	Nasal, rectal
	84
	24
	Moderate

	Smith et al. (2008) [86]
	United Kingdom
	High
	NHs
	Cross sectional
	Nasal
	3037
	601
	Low

	Barr et al. (2007) [87]
	United Kingdom
	High
	NHs
	Cross sectional
	Nasal
	715
	159
	Low

	Kerttula et al. (2007) [88]
	Finland
	High
	NHs
	Cross sectional
	Nasal, throat, perieal
	213
	2
	Moderate

	Daeschlein et al. (2006) [89]
	Austria
	High
	NHs
	Cross sectional
	Nasal
	500
	0
	Low

	Suetens et al. (2006) [90]
	Belgium
	High
	NHs
	Prospective cohort
	Nasal, perineal, urine, wound
	2694
	120
	Low

	Cretnik et al. (2005) [91]
	Slovenia
	High
	LTCFs
	Cross sectional
	Nasal, wound
	107
	10
	Moderate

	Vovko et al. (2005) [92]
	Slovenia
	High
	LTCFs
	Case-control
	Nasal, wound, axillary, inguinal
	102
	12
	Moderate

	Mendelson et al. (2003) [93]
	Israel
	High
	LTCFs
	Cross sectional
	Nasal, throat
	270
	17
	Moderate

	Baum et al. (2002) [94]
	Germany
	High
	NHs
	Cross sectional
	Nasal, wound
	3751
	36
	Low

	Hoefnagels-Schuermans et al. (2002) [95]
	Belgium
	High
	NHs
	Cross sectional
	Nasal, perineal
	2857
	141
	Low

	O'Sullivan et al. (2000) [96]
	Ireland
	High
	NHs
	Cross sectional
	Nasal, throat, hairline, axillary, perineal, wound
	754
	65
	Low

	Cox et al. (1999) [97]
	United Kingdom
	High
	NHs
	Cross sectional
	Nasal, throat, wound, perineal
	275
	13
	Moderate

	Niclaes et al. (1999) [98]
	Belgium
	High
	NHs
	Prospective cohort
	Nasal, throat, perieal
	447
	32
	Low

	Rahimi et al. (1998) [99]
	Georgia
	UMI
	NHs
	Prospective cohort
	Nasal
	56
	8
	Moderate

	Fraise et al. (1997) [100]
	United Kingdom
	High
	NHs
	Cross sectional
	Nasal, wound
	191
	33
	Moderate

	Western Pacific Region
	
	
	
	
	
	
	
	

	Wong et al. (2022) [101] 
	China 
	UMI
	LTCFs
	Cross sectional
	Nasal, axillary, groin, rectal
	781
	380
	Low

	Huang et al. (2022) [102]
	China (Taiwan)
	UMI
	NHs and LTCFs
	Cross sectional
	Nasal
	127
	56
	Moderate

	He et al. (2021) [103]
	China
	UMI
	NHs 
	Cross sectional
	Nasal, axillary, skin
	496
	24
	Low

	Chow et al. (2020) [104]
	Singapore
	High
	LTCFs
	Cross sectional
	Nasal, axillary, inguinal
	1157
	257
	Low

	Sasahara et al. (2020) [105]
	Japan
	High
	LTCFs
	Prospective cohort
	Nasal
	204
	20
	Moderate

	Htun et al. (2019) [106]
	Singapore
	High
	LTCFs
	Cross sectional
	Nasal, axillary, inguinal
	2456
	528
	Low

	Chen et al. (2018) [107]
	China
	UMI
	RCHs
	Cross sectional
	Nasal, axillary, rectal
	1028
	282
	Low

	Lee et al. (2017) [108]
	China (Taiwan)
	UMI
	LTCFs
	Prospective cohort
	Nasal, rectal
	313
	83
	Low

	Gu et al. (2016) [109]
	China
	UMI
	NHs 
	Cross sectional
	Nasal, axillary
	443
	45
	Low

	Tsao et al. (2015) [110]
	China (Taiwan)
	UMI
	NHs 
	Cross sectional
	Nasal
	360
	73
	Moderate

	Zhang et al. (2015) [111]
	China
	UMI
	NHs 
	Cross sectional
	Nasal, axillary, skin
	491
	52
	Low

	Chuang et al. (2015) [112] 
	China
	UMI
	RCHs
	RCT
	Nasal, wound, Urainary catheter
	2766
	563
	Low

	Lim et al. (2014) [113]
	Australia
	High
	LTCFs
	Cross sectional
	Nasal
	115
	18
	Moderate

	Cheng et al. (2013) [114]
	China (Hong Kong)
	UMI
	NHs 
	Cross sectional
	Nasal
	2020
	436
	Low

	Ho et al. (2008) [115]
	China
	UMI
	RCHs
	Cross sectional
	Nasal, wound
	1563
	80
	Low

	Ho et al. (2007) [116]
	China
	UMI
	RCHs
	Cross sectional
	Nasal, wound
	949
	27
	Low

	Ishihara et al. (2000) [117]
	Japan
	High
	NHs 
	Cross sectional
	Oral
	48
	2
	Moderate

	washio et al. (1996) [118]
	Japan
	High
	NHs 
	Case-control
	Sputum, urine, pus
	102
	10
	Moderate



Abbreviations: RCHs, Residential Care Homes; LTCFs, Long-term care facilities; NHs, Nursing homes; USA, United States of America;  UK, United Kingdom, UMI, upper middle income; RCT,  Randomized Controlled Trial
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Fig. S1. Search strategy
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Figure S2. Proportion of MRSA (A) and MSSA (B) of Staphylococcus aureus isolates in residents of ECCs.
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