Mechanism of antimicrobial peptide AMP-17 for inhibition of Aspergillus flavus


Table S1. An overview of genes affected by AMP-17 in A. flavus
	
	Gene name
	Gene ID
	Control FPKM
	AMP-17 FPKM
	log2(AMP-17/Control)
	Qvalue

	Cell wall
	bck1
	AFCA_000203
	103.926
	42.87
	-2.13196
	2.00E-10

	
	mpk1
	AFCA_001831
	8.686
	6.71
	-1.22115
	6.11E-05

	
	swi6
	AFCA_003628
	24.22
	11.746
	-1.76305
	7.63E-13

	Cell membrane
	pil1
	AFCA_000754
	74.126
	273.646
	1.10221
	1.27E-05

	
	pst2
	AFCA_001448
	168.843
	2.523
	-5.44902
	2.25E-05

	
	tat2
	AFCA_002134
	18.53
	967.66
	4.838803
	7.49E-45

	
	PacC/Rim101
	AFCA_003718
	206.96
	766.453
	1.024672
	0.000152

	
	palF
	AFCA_004185
	33.33
	10.843
	-2.44187
	7.38E-17

	
	dynein
	AFCA_005707
	1.03
	4.736
	1.351411
	3.79E-07

	Cell cycle
	elm1
	AFCA_001664
	8.1
	37.906
	1.483647
	0.000123

	
	sec1
	AFCA_001831
	8.686
	6.71
	-1.22115
	6.11E-05

	
	exo84
	AFCA_003031
	203.163
	146.646
	-1.29832
	0.001987

	
	cdc11
	AFCA_003419
	24.646
	15.76
	-1.49831
	3.10E-06

	
	rad51
	AFCA_003526
	16.14
	7.706
	-1.8818
	2.43E-13

	
	arp3
	AFCA_003628
	24.22
	11.746
	-1.76305
	7.63E-13

	
	cla4
	AFCA_007427
	2.16
	7.856
	1.023199
	0.000457

	
	tpm1
	AFCA_007537
	19.84
	15.116
	-1.23577
	0.00047

	
	ypt32
	AFCA_007632
	59.78
	28.56
	-1.88738
	6.33E-08

	
	bub2
	AFCA_010521
	103.453
	42.716
	-2.11611
	6.43E-11

	










Detoxification
	Thioredoxin reductase
	AFCA_000279
	239.993
	120.75
	-1.83584
	8.43E-15

	
	Superoxide dismutase Ⅰ
	AFCA_000720
	196.11
	153.786
	-1.18798
	4.42E-06

	
	Glutathione S-transferase II
	AFCA_003604
	354.216
	64.29
	-3.29467
	5.42E-49

	
	Glutathione S-transferase Ⅰ
	AFCA_003985
	0.946
	10.023
	2.553317
	2.40E-12

	
	Mitochondrial peroxiredoxin prx1
	AFCA_006019
	18.363
	4.9
	-2.73824
	2.32E-11

	
	ThioredoxinⅠ
	AFCA_006064
	320.466
	130.386
	-2.09828
	5.08E-12

	
	Thioredoxin II
	AFCA_008581
	188.02
	65.853
	-1.91338
	3.15E-20

	
	Cytosolic Cu/Zn superoxide dismutase
	AFCA_010633
	10.433
	266.406
	3.744149
	1.43E-13

	
	Catalase
	AFCA_011577
	39.88
	1104.846
	3.906436
	2.15E-50

	
	Copper chaperone for sod II
	AFCA_011703
	51.52
	25.566
	-1.82476
	3.97E-11

	
	Glutathione S-transferase Ⅲ
	AFCA_012416
	1.11
	114.08
	5.640478
	1.13E-27

	
	Peroxidase/catalase
	AFCA_012624
	4.826
	385.193
	5.412015
	7.82E-52

	Aflatoxin synthesis
	aflC
	AFCA_009569
	0.08
	0.916
	2.610618
	8.80E-05

	
	aflT
	AFCA_009570
	2.566
	23.863
	2.349912
	2.19E-09



