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	Transcriptomics 




Single-cell sequencing technology 



Spatial transcription technology 


	Reveal gene expression regulatory networks
Discovery of novel transcripts

Analyse cellular heterogeneity
Discovery of rare cell types 

Localise differences in gene expression between ischemic core and semi-dark band
Study cell-cell interactions
	High sample mRNA quality requirements
Complex data integration

Experimental errors due to technique or manipulation
Vague cell type definitions

Limited resolution (10-100µm/spot)
Low assay throughput
	



