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	SNP
	Chr
	Position
	EA
	OA
	EAF
	Beta
	SE
	P value
	Sample size
	R2
	F

	rs1537844
	1
	18772607
	C
	A
	0.34 
	0.1619
	0.0343
	2.35E-06
	169624
	1.18E-02
	2018.86 

	rs4659086
	1
	119025458
	C
	T
	0.30 
	0.167
	0.0355
	2.54E-06
	169624
	1.18E-02
	2023.08 

	rs6791084
	3
	30126613
	A
	G
	0.57 
	0.1541
	0.0328
	2.68E-06
	169624
	1.17E-02
	2001.38 

	rs11936624
	4
	44638305
	A
	G
	0.46 
	0.1518
	0.0326
	3.17E-06
	169624
	1.14E-02
	1961.96 

	rs9274663
	6
	32636521
	A
	G
	0.13 
	0.3128
	0.0491
	1.83E-10
	169624
	2.27E-02
	3936.25 

	rs117328841
	7
	152302484
	T
	C
	0.01 
	1.0048
	0.2114
	2.00E-06
	169624
	1.46E-02
	2505.36 

	rs143190949
	8
	17687486
	G
	T
	0.01 
	1.119
	0.2285
	9.74E-07
	169624
	1.50E-02
	2574.88 

	rs2920468
	8
	92966495
	T
	C
	0.47 
	0.1533
	0.033
	3.46E-06
	169624
	1.17E-02
	2009.87 

	rs3812477
	8
	1734452
	G
	C
	0.75 
	0.1725
	0.0377
	4.73E-06
	169624
	1.11E-02
	1905.82 

	rs77420693
	11
	2772104
	T
	C
	0.03 
	0.4829
	0.1044
	3.74E-06
	169624
	1.22E-02
	2100.99 

	rs76145101
	15
	39306833
	G
	A
	0.11 
	0.2505
	0.0529
	2.22E-06
	169624
	1.22E-02
	2089.53 

	rs8025828
	15
	66849534
	G
	A
	0.54 
	0.1692
	0.0327
	2.38E-07
	169624
	1.42E-02
	2445.14 

	rs28489154
	17
	16802647
	T
	C
	0.43 
	0.1501
	0.0329
	4.88E-06
	169624
	1.11E-02
	1898.72 

	rs12944684
	17
	47509486
	C
	G
	0.37 
	0.1610 
	0.0337 
	1.79E-06
	169624
	1.20E-02
	2063.64 

	rs62075011
	17
	37558622
	T
	G
	0.03 
	0.4343 
	0.0948 
	4.57E-06
	169624
	1.14E-02
	1954.57 

	rs761231
	21
	17059038
	A
	G
	0.27 
	0.1736 
	0.0368 
	2.42E-06
	169624
	1.18E-02
	2019.90 


SNP: single nucleotide polymorphism; EA; effect allele; OA: other allele; SE: standard error; R2: proportion of phenotypic variance explained by SNPs.
