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	Gene
	Relevance score
	Gene
	Relevance score

	MERTK
	7.905156136
	MFGE8
	0.348894894

	TIMD4
	5.186462402
	PLGRKT
	0.348894894

	CD300LF
	3.197177887
	MIR7-3HG
	0.348894894

	GPR37
	2.610484838
	BCL2
	0.284871489

	PLAUR
	2.551089525
	CASP3
	0.284871489

	AXL
	2.364212275
	C3
	0.284871489

	PROS1
	2.335190773
	GATA2
	0.284871489

	GAS6
	2.313828945
	CASP1
	0.284871489

	MIAT
	2.103419304
	LRP1
	0.284871489

	ADAM17
	2.072463989
	ANXA2
	0.284871489

	TNF
	2.03977561
	IL10
	0.284871489

	CD47
	2.005940676
	SIRPA
	0.284871489

	HAVCR1
	1.950031281
	ALOX12
	0.284871489

	HMGB1
	1.745653391
	XRCC4
	0.284871489

	ADAM10
	1.636906505
	IFNB1
	0.284871489

	RHOA
	1.489772081
	LPO
	0.284871489

	CD274
	1.489772081
	XKR4
	0.284871489

	PLG
	1.455211401
	QPCTL
	0.284871489

	TYRO3
	1.455211401
	ARHGEF33
	0.284871489

	MIR34A
	1.455211401
	MIR33A
	0.284871489

	FN1
	1.418414116
	MIR33B
	0.284871489

	SCARB1
	1.418414116
	TMEM256-PLSCR3
	0.284871489

	ITGB5
	1.418414116
	PWAR1
	0.284871489

	PHACTR1
	1.418414116
	SOD2-OT1
	0.284871489

	SIRT1
	1.378880262
	PGR-AS1
	0.284871489

	ABCA1
	1.378880262
	PWAR6
	0.284871489

	KNG1
	1.378880262
	TRE-TTC3-1
	0.284871489

	ADAM9
	1.378880262
	LOC106694316
	0.284871489

	TGM2
	1.378880262
	MTOR
	0.201434568

	CD14
	1.378880262
	ALDH2
	0.201434568

	S1PR5
	1.378880262
	ELANE
	0.201434568

	GABARAP
	1.378880262
	GAPDH
	0.201434568

	IL33
	1.378880262
	NFE2L2
	0.201434568

	DYNLT1
	1.378880262
	TLR3
	0.201434568

	MIR126
	1.378880262
	IL1RN
	0.201434568

	ST2
	1.378880262
	IL6R
	0.201434568

	MPO
	1.335889816
	PTPN6
	0.201434568

	NLRP3
	1.335889816
	C1S
	0.201434568

	ANXA1
	1.335889816
	CLU
	0.201434568

	FPR2
	1.335889816
	IL1B
	0.201434568

	MSR1
	1.335889816
	CHI3L1
	0.201434568

	WDFY3
	1.335889816
	EGLN3
	0.201434568

	LINC02605
	1.335889816
	IRF3
	0.201434568

	SIRT6
	1.288337588
	NTN1
	0.201434568

	RAB17
	1.288337588
	ANG
	0.201434568

	PLCG1
	1.234363317
	TNFSF13B
	0.201434568

	SERPINA1
	1.234363317
	CRK
	0.201434568

	VTN
	1.234363317
	LGALS3
	0.201434568

	ABCG1
	1.234363317
	NRF1
	0.201434568

	ABCC11
	1.234363317
	SFTPD
	0.201434568

	EDIL3
	1.234363317
	SIAH2
	0.201434568

	SCARF1
	1.234363317
	UBE2D3
	0.201434568

	MIR148B
	1.234363317
	ALOX15B
	0.201434568

	CERNA3
	1.234363317
	LGR6
	0.201434568

	LINC01150
	1.234363317
	FGL2
	0.201434568

	PPARG
	1.170339942
	GPR18
	0.201434568

	CALR
	1.170339942
	ID3
	0.201434568

	APOE
	1.170339942
	CD5L
	0.201434568

	IGF2R
	1.170339942
	GPR101
	0.201434568

	NCF1
	1.170339942
	FPR3
	0.201434568

	ITGB3
	1.086902976
	GAS5
	0.201434568

	ITGAV
	1.086902976
	MIR125A
	0.201434568

	TREM2
	1.086902976
	MIRLET7C
	0.201434568

	UCP2
	0.885468423
	MIRLET7D
	0.201434568

	ACKR2
	0.885468423
	MIR216A
	0.201434568

	MBL2
	0.753699124
	MIR409
	0.201434568

	MIR21
	0.697789788
	MIR379
	0.201434568

	NRP2
	0.493411899
	SNHG14
	0.201434568

	TGFB1
	0.450421393
	MIR190B
	0.201434568

	TGFB3
	0.402869135
	MIR1293
	0.201434568

	IL6
	0.348894894
	PWAR4
	0.201434568

	TLR9
	0.348894894
	TRA-TGC7-1
	0.201434568

	
	
	MBL3P
	0.201434568














	Table S2 The shRNA sequences were as follows:

	NC: 5’-TTCTCCGAACGTGTCACGT-3’
sh-LDHA-1: 5’-TTTAGGGACTGATAAAGATAA-3’
sh-LDHA-2: 5’-TCCTTAGTGTTCCTTGCATTT-3’
sh-LDHA-3: 5’-TACGTGGCTTGGAAGATAAGT-3’
sh-LDHA-4: 5’-ATCAGCTGATTTATAATCTTC-3’





	Table S3 The primer sequences were as follows:

	GAPDH forward: 5’-GTCTCCTCTGACTTCAACAGCG-3’
GAPDH reverse: 5’- ACCACCCTGTTGCTGTAGCCAA-3’
LDHA forward: 5’- TCTAAAGGAAGAACAGACCCCC-3’
LDHA reverse: 5’- GCAAGTTCATCTGCCAAGTCC-3’
TNF-α forward: 5’- CCTCTCTCTAATCAGCCCTCTG-3’
TNF-α reverse: 5’- GAGGACCTGGGAGTAGATGAG-3’
IL-1β forward: 5’- TTCGACACATGGGATAACGAGG-3’
IL-1β reverse: 5’- TTTTTGCTGTGAGTCCCGGAG-3’
CD206 forward: 5’- GACGTGGCTGTGGATAAATAAC-3’
CD206 reverse: 5’- CAGAAGACGCATGTAAAGCTAC-3’
CD163 forward: 5’- ATCAACCCTGCATCTTTAGACA-3’
CD163 reverse: 5’- CTTGTTGTCACATGTGATCCAG-3’
Arg-1 forward: 5’- GGACCTGCCCTTTGCTGACATC-3’
Arg-1 reverse: 5’- TCTTCTTGACTTCTGCCACCTTGC-3’
SPP1 forward: 5’- CGAGGTGATAGTGTGGTTTATGG-3’
SPP1 reverse: 5’- GCACCATTCAACTCCTCGCTTTC-3’
CD44 forward: 5’- CCAGAAGGAACAGTGGTTTGGC-3’
CD44 reverse: 5’- ACTGTCCTCTGGGCTTGGTGTT-3’
ITGAV forward: 5’- AGGAGAAGGTGCCTACGAAGCT-3’
ITGAV reverse: 5’- GCACAGGAAAGTCTTGCTAAGGC-3’
ITGB1 forward: 5’- GGATTCTCCAGAAGGTGGTTTCG-3’
ITGB1 reverse: 5’- TGCCACCAAGTTTCCCATCTCC-3’










	Table S4 Multivariate Cox regression results were as follows:
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Age>65
Ageunknown
GenderMALE
StageStage |l
StageStage
StageStage IV
Stageunknown
riskScore

HR
2.07285233
0.74946342
0.99044856
2.82437019
4.53139389
4.76384876
1.94213917
1.47521422

HR.95L
1.56638381
0.23710575
0.75512711
2.04116271
3.10504704
2.73006177
0.47585668
1.33776458

HR.95H
2.74308043
2.36896582
1.29910361

3.9080995
6.61295313

8.31272582
7.92655591
1.62678622

pvalue

3.40E-07
0.623315048
0.944717629
3.70E-10
4.70E-15
3.89E-08
0.35494442
6.62E-15
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		id		HR		HR.95L		HR.95H		pvalue

		Age>65		2.0728523282		1.5663838104		2.7430804291		3.40E-07

		Ageunknown		0.7494634182		0.2371057492		2.368965819		0.6233150478

		GenderMALE		0.9904485617		0.7551271117		1.2991036055		0.9447176288

		StageStage II		2.8243701928		2.0411627145		3.9080995009		3.70E-10

		StageStage III		4.5313938852		3.1050470409		6.6129531283		4.70E-15

		StageStage IV		4.7638487569		2.7300617711		8.3127258214		3.89E-08

		Stageunknown		1.9421391695		0.475856677		7.926555907		0.3549444202

		riskScore		1.4752142195		1.3377645839		1.6267862221		6.62E-15






