Supplementary Table S1. Primer sequences.
	Primer name
	Sequence (5' to 3')
	Product size (bp)

	CPSF4-F
	TATGCAAGAAAGGGGGACCAG
	122

	CPSF4-R
	GATGTGCAGGAAGGGGACATT
	

	PRKDC-F
	ACCTTGTTCTGGGCAGGATGTC
	128

	PRKDC-R
	TCTGAGGACGAATTGCCTTT
	

	c-Myc-F
	CATCAGCACAACTACGCAGC
	169

	c-Myc-R
	CGTTGTGTGTTCGCCTCTTG
	

	YAP-F
	CAACTCCAACCAGCAGCAAC
	227

	YAP-R
	ATTCCTGAGACATCCCGGGA
	

	TAZ-F
	TCCCAGCCAAATCTCGTGATG
	122

	TAZ-R
	AGCGCATTGGGCATACTCAT
	

	hsa GAPDH-F
	TGTTGCCATCAATGACCCCTT
	202

	hsa GAPDH-R
	CTCCACGACGTACTCAGCG
	


Note: CPSF4: cleavage and polyadenylation specific factor 4; PRKDC: protein kinase, DNA activated, catalytic polypeptide; c-Myc: MYC proto-oncogene, bHLH transcription factor; YAP: Yes1 associated transcriptional regulator; TAZ: Tafazzin; GAPDH: glyceraldehyde-3-phosphate dehydrogenase;


Supplementary Table S2. Baseline data of patients from the TCGA-LIHC dataset.
	Characteristics
	CPSF4.High_PRKDC.High (N=116)
	CPSF4.Low_PRKDC.Low (N=116)
	CPSF4.Low_PRKDC.High (N=68)
	CPSF4.High_PRKDC.Low (N=68)
	Total (N=368)
	[bookmark: _GoBack]P value

	Age (years)
	
	
	
	
	
	0.23

	<60
	57(15.49%)
	54(14.67%)
	31(8.42%)
	23(6.25%)
	165(44.84%)
	

	>=60
	59(16.03%)
	62(16.85%)
	37(10.05%)
	45(12.23%)
	203(55.16%)
	

	Gender
	
	
	
	
	
	0.98

	Female
	36(9.78%)
	38(10.33%)
	22(5.98%)
	23(6.25%)
	119(32.34%)
	

	Male
	80(21.74%)
	78(21.20%)
	46(12.50%)
	45(12.23%)
	249(67.66%)
	

	Pathologic_M
	
	
	
	
	0.36

	M0
	88(32.84%)
	78(29.10%)
	47(17.54%)
	52(19.40%)
	265(98.88%)
	

	M1
	0(0%)
	2(0.75%)
	0(0.0e+0%)
	1(0.37%)
	3(1.12%)
	

	Pathologic_N
	
	
	
	
	0.76

	N0
	84(33.07%)
	72(28.35%)
	47(18.50%)
	47(18.50%)
	250(98.43%)
	

	N1
	2(0.79%)
	1(0.39%)
	0(0.0e+0%)
	1(0.39%)
	4(1.57%)
	

	Pathologic_T
	
	
	
	
	0.27

	T1
	48(13.15%)
	69(18.90%)
	34(9.32%)
	31(8.49%)
	182(49.86%)
	

	T2
	34(9.32%)
	21(5.75%)
	19(5.21%)
	18(4.93%)
	92(25.21%)
	

	T3
	30(8.22%)
	21(5.75%)
	12(3.29%)
	15(4.11%)
	78(21.37%)
	

	T4
	4(1.10%)
	3(0.82%)
	2(0.55%)
	4(1.10%)
	13(3.56%)
	

	Ethnicity
	
	
	
	
	
	0.05

	American Indian or Alaska native
	0(0.0e+0%)
	1(0.28%)
	0(0.0e+0%)
	0(0.0e+0%)
	1(0.28%)
	

	Asian
	63(17.60%)
	37(10.34%)
	25(6.98%)
	32(8.94%)
	157(43.85%)
	

	Black or African American
	8(2.23%)
	4(1.12%)
	3(0.84%)
	2(0.56%)
	17(4.75%)
	

	White
	45(12.57%)
	68(18.99%)
	38(10.61%)
	32(8.94%)
	183(51.12%)
	

	Neoplasm_histologic_grade
	
	
	
	2.43E-05

	G1
	9(2.48%)
	29(7.99%)
	8(2.20%)
	9(2.48%)
	55(15.15%)
	

	G2
	45(12.40%)
	63(17.36%)
	37(10.19%)
	31(8.54%)
	176(48.48%)
	

	G3
	53(14.60%)
	22(6.06%)
	19(5.23%)
	26(7.16%)
	120(33.06%)
	

	G4
	8(2.20%)
	1(0.28%)
	1(0.28%)
	2(0.55%)
	12(3.31%)
	

	Tumor_stage
	
	
	
	
	0.13

	Stage I
	48(13.95%)
	64(18.60%)
	32(9.30%)
	28(8.14%)
	172(50.00%)
	

	Stage II
	29(8.43%)
	20(5.81%)
	18(5.23%)
	18(5.23%)
	85(24.71%)
	

	Stage III
	33(9.59%)
	20(5.81%)
	13(3.78%)
	17(4.94%)
	83(24.13%)
	

	Stage IV
	0(0.0e+0%)
	3(0.87%)
	0(0.0e+0%)
	1(0.29%)
	4(1.16%)
	

	Vascular_tumor_cell_type
	
	
	
	0.14

	Macro
	8(2.55%)
	6(1.91%)
	2(0.64%)
	0(0.0e+0%)
	16(5.10%)
	

	Micro
	28(8.92%)
	23(7.32%)
	20(6.37%)
	20(6.37%)
	91(28.98%)
	

	None
	54(17.20%)
	74(23.57%)
	40(12.74%)
	39(12.42%)
	207(65.92%)
	



