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Supplementary Information
Figure S1. K‒M survival analysis of 14 RNA methylation-associated genes associated with LSCC prognosis.
[image: D:/科研/RNA甲基化/Figure/figure（紧凑版）/JPG(4倍)/S1_01.jpgS1_01]



























Figure S2. A total of 570 genes associated with different RNA methylation subtypes were identified.
[image: D:/科研/RNA甲基化/Figure/figure（紧凑版）/TIF(4倍)/S2_01.jpgS2_01]





























Figure S3. Correlation analysis of immune cell infiltration levels and the RS.
[image: D:/科研/RNA甲基化/Figure/figure（紧凑版）/JPG(4倍)/S3_01.jpgS3_01]
































Figure S4. Drug sensitivity analysis in the high- and low-risk groups.
[image: D:/科研/RNA甲基化/Figure/figure（紧凑版）/JPG(4倍)/S4_01.jpgS4_01]
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