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sFigure 1. Gene expression data normalization.
(A) Normalized expression values of GSE1919. (B) Normalized expression values of GSE10500. (C) Normalized expression values of GSE55457. Green boxes indicate samples from rheumatoid arthritis patients, and blue boxes indicate samples from healthy controls.

[image: sFigure 2-01]









sFigure 2. Volcano plot and heatmap of DEGs in GSE1919 (A-B), GSE10500 (C-D), and GSE55457 (E-F).
(A-C-E) Upregulated, downregulated, and non-differentially expressed genes are represented by red, green, and black dots, respectively. The thresholds were adjusted P < 0.05 and |log2FC| > 1. Genes with missing annotations or very low expression signals were excluded during preprocessing and visualization. (B-D-F) Gene expression profiles were visualized as heatmap. Each column corresponds to one sample and each row corresponds to one gene. The color intensity indicates the expression level, with reference to the color scale on the upper right corner of the figure.
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sFigure 3. Selection of candidate DEGs and GO enrichment and KEGG pathway analysis of DEGs.
(A) Venn diagram showing overlapping DEGs based on GSE1919, GSE10500, and GSE55457. (B-E) GO and KEGG analyses of the overlapping DEGs.
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sFigure 4. The TF-target gene regulatory network for overlapping DEGs (A) and hub genes (B) was constructed using the ENCODE database through the NetworkAnalyst platform.






sFigure 4. The TF-target gene regulatory network for overlapping DEGs (A) and hub genes (B) was constructed using the ENCODE database through the NetworkAnalyst platform.
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sFigure 5. Postmortem comparison of hind-limb joints and the effect of LCK inhibition on serum RF and CCP-Ab in CIA rats.
(A) Gross morphology of hind-limb joints from normal rats and collagen-induced arthritis (CIA) model rats. (B) Gross morphology of hind-limb joints from CIA rats and CIA rats treated with the LCK inhibitor (LCKi). (C) ELISA results show that LCKi treatment significantly reduced serum rheumatoid factor (RF) and anti-cyclic citrullinated peptide antibody (CCP-Ab) levels in CIA rats. Data are shown as mean ± SD. Statistical significance: P < 0.05 (***P < 0.001, ****P < 0.0001).
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