Additional file 1: Table S1. Rice DNA/T-DNA border sequences. T-DNA REF: corresponds to the native T-DNA sequence plus the complete right border. blue: fragments of the right border sequences; orange: fragments of the left border sequences; green: adjacent rice genomic DNA sequence; red: filler sequences; underlined: microhomologies; capital black letter: T-DNA fragment.

RIGHT BORDER 

	SAMPLE ID
	SEQUENCE
	Strain/

species
	Var.

	TDNA REF
	CAAATGGGCGGTTATATAGGACAGTTTGTGACTATCAAATTAAGGGCTAGATCATTGTATCTACTGTGGCGCGCGCT 
	
	

	11232
	TCACATGTTGTTACTCGTCGGGAGTTTGTGACTATCAAATTAAGGGCTAGATCATTGTATCTACTGTGGCGCGCGCT 
	L
	C

	11379
	CAAAAAGGAAGGAAAATCCCGAGCTTTTGACTATCAAA-TTAAGGGCTAGATCATTGTATCTACTGTGGCGCGCGCT
	L
	C

	11291
	CAGATGGATCTCTCTAAAACCTAATTTGTGACTATCAAATTAAGGGCTAGATCATTGTATCTACTGTGGCGCGCGCT
	L
	C

	11289
	TCTACCTGCCGCCTCGGGAGTTCGGGACTTACCTCGGAATTAAGGGCTAGATCATTGTATCTACTGTGGCGCGCGCT
	L
	C

	11309
	CATGCCTGCCTCCACTACGAGGTGTGCAACGGCGGTAACTAG-----177 BP TDNA LOST-----TGCAGTACG
	L
	C

	11420
	GTCATATAGTAAGATGATCCATATGTTTTGACGCACATAGGT-----177 BP TDNA LOST-----TGCAGTACG
	L
	N

	11422
	CCACCGGCGAGAAGCAAAAGCAAGTTTGTGACTATCAAATTAAGAGCTAGATCATTGTATCTACTGTGGCGCGCGCT
	L
	N

	11645
	CTTGCGGTTGCTCTCCTTCTTGTACTGGTGATTATCAAATTAAGGGCTAGATCATTGTATCTACTGTGGCGCGCGCT
	EH
	C

	11814
	GTGGAGGAAGAGTTCGAACAACGGCTTGTGACTATCAAATTAAGGGCTAGATCATTGTATCTACTGTGGCGCGCGCT
	EH
	C

	11197/99
	TTGACGTATAGGTAGGTAGAGGAGTTTGTGACTATCAAATTAAGGGCTAGATCATTGTATCTACTGTGGCGCGCGCT
	Ens
	N

	11470
	TCGAATGAAGTTGTGCAGCGGGAGCCAACGTACTGACTGTCTACCTGCCGCCTCGGGAGTTCGGGACTTACCTCGGA
	Ens
	N

	11418
	TCCTAGACTAATATGCACCATGAGTTTGTGACTATCAAATTAAGGGCTAGATCATTGTATCTACTGTGGCGCGCGCT
	Ens
	N

	11436
	TATTTGACACAAAAATGATTATTTCTAGATCATATCAAATTAAGGGCCAGATCATTGTATCTACTGTGGCGCGCGCT
	Ens
	N

	11473
	AGGTATATTATAAGACAACCGAAGTTTGTGACTATCAAATTAAGGGCTAGATCATTGTATCTACTGTGGCGCGCGCT
	Ens
	C

	11267
	TCCGTTCTCACTACGATGCATGCGTTTGTGACTATCAAATTAAGGGCTAGATCATTGTATCTACTGTGGCGCGCGCT
	Ens
	C

	11414
	GTCCGCGACGAGGAGGCACTCTGATTTGTGACTATCAAATTAAGGGCTAGATCATTGTATCTACTGTGGCGCGCGCT
	Ens
	C

	11471
	CTTCTTCTATAACGTGTCGGAATCTCTGTGACTATCAAATTAAGGGCTAGATCATTGTATCTACTGTGGCGCGCGCT
	Ens
	C

	11253
	TCACCGCACCTAAAATCATGACCTAAAACCAAAATCAAATTAAGGGCTAGATCATTGTATCTACTGTGGCGCGCGCT
	Ens
	C

	11260
	CTTCTACCACTAAAGAAAAAGATAGTTGTGACTATCAAATTAAGGGCTAGATCATTGTATCTACTGTGGCGCGCGCT
	Ens
	C

	11694
	GCCTAGGCGGACGTGTGTGCGTGTGCGTGTGCTATCAAATTAAGGGCTAGATCATTGTATCTACTGTGGCGCGCGCT
	Ens
	C

	11813
	ACGTGACGCGCCGCTTGTGGCCGTGTTGTGACTATCAAATTAAGGGCTAGATCATTGTATCTACTGTGGCGCGCGCT
	Ens
	C

	11280 M1
	TACCCAGTCGTTGTCATCATCGGTTACCCTCTTTTGTGTACATTCCC-----200 BP TDNA LOST-----ATGC
	Ens
	C


	SAMPLE ID
	SEQUENCE
	Strain
	Var.
	Deleted genomic DNA

	TDNA REF
	ACCGTCCTATATAACACCACATTTGTTTAACTGCGAATCTGTTGAATTATTGTGTAACGCCTGCAAAAATTACA
	
	
	

	11232
	ACATACCGATATAACACCACATTTGTTTAACTGCGAATCTGTTGAATTATTGTGTAACGCCTGCAAAAATTACA
	L
	C
	14

	11379
	GGAATGACATATAACACCACATTTGTTTAACTGCGAATCTGTTGAATTATTGTGTAACGCCTGCAAAAATTACA
	L
	C
	25

	11291
	TAAAAGCAGGCATCAGCCACATTTGTTTAACTGCGAATCTGTTGAATTATTGTGTAACGCCTGCAAAAATTACA
	L
	C
	84

	11645
	CACGCAAAGACGAATCTCCGGGCACATTAATTG-----100 bp TDNA lost----CCCTAGACCTAAAATC
	EH
	C
	176

	11422
	TCTTCTTTTCTTTTCTTCTCTTTTGCGTCTTCTCTTTTGGTTGAGATAGT--277 bp TDNA lost--CTCG
	L
	N
	11

	11197/99
	TCAAGTTAATCATCACCACGTTTTGTTTAACTGCGAATCTGTTGAATTATTGTGTAACGCCTGCAAAAATTACA
	ENS
	N
	37

	11260
	CTGGTACTATATAACACCACATTTGTTTAACTGCGAATCTGTTGAATTATTGTGTAACGCCTGCGAAAATTACA
	ENS
	C
	50

	11473
	GCGAATCTATATAACACCACATTTGTTTAACTGCGAATCTGTTGAATTATTGTGTAACGCCTGCAAAAATTACA
	ENS
	C
	273

	11471
	ATAATACTAGAA--31 bp TDNA lost--TGCGAATCTGTTGAATTATTGTGTAACGCCTGCAAAAATTACA
	ENS
	C
	23

	11694
	AGGCCACTGGCAGGCCCGAATCTAGTTTAACTGCGAATCTGTTGAATTATTGTGTAACGCCTGCAAAAATTACA
	ENS
	C
	35

	11813
	GCACGTCCTCCACCGACCACATTTGTTTAACTGCGAATCTGTTGAATTATTGTGTAACGCCTGCAAAAATTACA
	ENS
	C
	16


LEFT BORDER
