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Online Resource 2 Oxidative stress and DNA repair gene-gene networks generated by pathway analysis 

 

Note. The networks were generated through the use of QIAGEN’s Ingenuity Pathway Analysis (IPA
®
, QIAGEN Redwood City, 

www.qiagen.com/ingenuity).  The main associated functions of each network are: (Network 1) free radical scavenging, small 

molecule biochemistry, and neurological disease and (Network 2) DNA replication, recombination, and repair, energy production, 

and nucleic acid metabolism. 
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