a1 | coxl Pylaiella littoralis [AB281612 |
€8 coxl Pylaiella littoralis [AB281615 ]
68 coxl Pylaiella littoralis [AB281614 ]
coxl Pylaiella littoralis [BAG06167 ]

coxl Pylaiella littoralis [BAG06163 ]

coxl i3 Pylaiella littoralis [NP_150408 ]

99

coxl i7 Microspora [YP_008816097]

cox3i2 stygium [YP_( 4]

Candidatus Thi ita nelsonii [RHD04731]

Pseudomonas putida [AEJ10966]

9 EP.wudomonm aeruginosa [WP_003459374]
99

Pseudomonas stutzeri [WP_038663527]
o0 | Pseudomonas syringae [WP_017703896]

15 |

43

Kiedonobacter racemifer [WP_007914005]

Ktedonobacter racemifer [EFH83616]
499~ Ktedonobacter racemifer [EFH83057]

Ktedonobacter racemifer [EFH82900 ]

cox1 Schizosaccharomyces pombe [CAB61571]
a8 Cox1i2 stygium [YP_008964975]
o cox1i4 Podospora anserina [CAA38781]
52 cox? i3 Allomyces macrogynus [NP_043734]
53 rms 1 Nitella hyalina [YP_006073041]
e Marchantia polymorpha [NP_054460]
76 |COXT i1 Podospora anserina [CAA38778]
99
42

67
41
20
88
 pseudomonas syringae [WP_017703896.1]
29 Candidatus Thic nelsonii [KHD08550]
9
atp6 Py parkeae [YP_002600927]
g9 [ Kted acemifer [WP_007922378]
94 9
)

cox1 i1 Podospora anserina [NP_074925]

Podospora anserina [AAA32006 |

- oo [ rns i1 Ophiostoma perfectum [KU756606] WIN(M)823
mS379 ’—L ms i2 Ophiostoma torulosum [HQ343317.1]

9 rms Ophiostoma minus [HQ292078.1]

% ms Ophiostoma minus [HQ292076.1]
50 L rns Ophiostoma minus [HQ292077.1]

99 [ Clostridium methoxybenzovorans [WP_024345963]

Syntrophobotulus glycolicus [WP_013623315]

Ruminococcus gnavus [WP_004841037]

Streptococeus suis [WP_024390409]

99
| [ Strepococeus suis [WP_024399215]
5o || Bacilli NP_00125830]
5o | Streptococeus suis [WP_024383477)

Streptococeus agalactiae [EPU2831]

Enterococcus faecalis [WP_002380746]
Bacillus azotoformans [WP_03519405]

9 Bacillus massiliosenegalensis [WP_019154682]

[ Bacillus cereus [WP_00124564]
99
Bacillus cereus [WP_001245644]

o7 | Porphyromonas uenonis [WP_023588442]

Prevotella [WP_025073257]
Prevotella disiens [WP_036885236]
Bacteroides vulgatus [WP_016270896]

Barnesiella viscericola [AHF13389]

% [Mymide.\ sp [WP_039330333]

Myroides odoratimimus [WP_02512485]

[Myrotdes odoratimimus [WP_006263331]
9

9 L Myroides injenensis [WP_010254282]

Clostridiales [WP_005344207]

Streptococcus pneumoniae [WP_00124566]

Streptococcus mitis [WP_001245669]
Streptococeus suis [WP_024390208]
Streptococeus suis [WP_024415694]
Streptococcus [WP_002936434]
Streptococcus agalactiae [WP_0012435668]
Streptococeus urinalis [WP_006740042]
Streptococcus agalactiae [WP_024439966]

271 Streptococcus urinalis [WP_006740542]

Clostridium perfringens [WP_003474990]
” Eathnm‘pimreue bacterium [ASSR01000130.1]
Lachnospiraceae bacterium [WP_016289676]

4‘” [ Clostridiales bacterium [WP_02549173)

Dehalobacter sp. [WP_02131541]

Bacillus megaterium [WP_034655242]

Bacillus isediminis [WP_019379890]

6 |
62
99
31
29
37
" Bacillus cereus [WP_016109452]
99
13
28
99
30| [ Bacillus cereus [WP_002130432]
98 L Bacillus cereus [WP_016102521]
—
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