Supplementary data
Table S1. Results of bacterial strain identification
	No.
	Top-hit taxon
	Top-hit strain
	Accession
	Similarity (%)

	B02
	Bacillus siamensis
	KCTC 13613
	AJVF01000043
	99.72

	B04
	Bacillus paramycoides
	NH24A2
	MAOI01000012
	99.86

	B05
	Bacillus paramycoides
	NH24A2
	MAOI01000012
	99.65

	B10
	Bacillus paranthracis
	Mn5
	MACE01000012
	99.65

	B11
	Bacillus paramycoides
	NH24A2
	MAOI01000012
	99.65

	B13
	Bacillus cereus
	ATCC 14579
	AE016877
	99.86

	B14
	Bacillus paramycoides
	NH24A2
	MAOI01000012
	99.93

	B15
	Bacillus paranthracis
	Mn5
	MACE01000012
	99.93

	B16
	Bacillus paranthracis
	Mn5
	MACE01000012
	100

	B18
	Bacillus paranthracis
	Mn5
	MACE01000012
	99.93

	B21
	Bacillus paramycoides
	NH24A2
	MAOI01000012
	99.86

	B23
	Bacillus paranthracis
	Mn5
	MACE01000012
	99.86

	B36
	Bacillus cereus
	ATCC 14579
	AE016877
	99.86

	B40
	Bacillus paramycoides
	NH24A2
	MAOI01000012
	99.79

	B41
	Bacillus safensis subsp. safensis
	FO-36b
	ASJD01000027
	100

	B03
	Herbaspirillum huttiense subsp.huttiense
	ATCC 14670
	AB021366
	99.86

	B27
	Herbaspirillum huttiense subsp.huttiense
	ATCC 14670
	AB021366
	100

	B29
	Herbaspirillum huttiense subsp.huttiense
	ATCC 14670
	AB021366
	100

	B30
	Herbaspirillum huttiense subsp.huttiense
	ATCC 14670
	AB021366
	99.71

	B31
	Herbaspirillum huttiense subsp.huttiense
	ATCC 14670
	AB021366
	99.74

	B32
	Herbaspirillum huttiense subsp.huttiense
	ATCC 14670
	AB021366
	99.86

	B06
	Pseudomonas khazarica
	TBZ2
	KX712072
	98.55

	B09
	Pseudomonas khazarica
	TBZ2
	KX712072
	99.24

	B22
	Pseudomonas khazarica
	TBZ2
	KX712072
	98.68

	B33
	Pseudomonas khazarica
	TBZ2
	KX712072
	99.64

	B42
	Pseudomonas khazarica
	TBZ2
	KX712072
	100

	B44
	Pseudomonas khazarica
	TBZ2
	KX712072
	99.86

	B43
	Enterobacter cloacae subsp.dissolvens
	LMG 2683
	Z96079
	99.93

	B07
	Photobacterium halotolerans
	MACL01
	AY551089
	98.04

	B12
	Proteus mirabilis
	ATCC 29906
	ACLE01000013
	99.79

	B24
	Staphylococcus epidermidis
	NCTC 11047
	UHDF01000003
	100

	B38
	Alcaligenes faecalis sub sp. phenolicus
	DSM 16503
	AUBT01000026
	99.08

	B39
	Salinicola endophyticus
	CPA92
	PZJO01000016
	99.78

	B25
	Kurthia gibsonii
	NCIMB 9758
	X70320
	99.79

	B37
	Acinetobacter indicus
	CIP 110367
	KI530754
	99.93

	B01
	Vibrio fluvialis
	NBRC 103150
	BCZR01000036
	100

	B35
	Vibrio alginolyticus
	NBRC 15630
	CP006718
	99.65



