Table S1 Primers used for various PCR amplifications and mRNA expression analysis of Labeo rohita Nanog.
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	Primer Name
	Primer Sequences

	CDS analysis
	LrNG.F
	5’- TCGCAGAACGGACGGCTCTTTC -3’

	
	LrNG.R
	5’- AGCGTGGCTGTGGGTAACTGGG -3’

	RACE-PCR
	5’-RACE-GSP1
	5’- TCCCCAGGACGGAAGATTGAGGTTGGTC -3’

	
	5’-RACE-GSP2
	5’- TATGGGCCTCTGAATCACTGGGTGTA -3’

	
	3’-RACE-GSP1
	5’- TGCGTTTGTCTGACGACGCAATGG -3’

	
	3’-RACE-GSP2
	5’- AACGGCAGTGCCAGCACCTACG -3’

	Genome Walking 
	5’-GW-GSP1
	5’- TATGGGCCTCTGAATCACTGGGTGTA -3’

	
	5’-GW-GSP2
	5’- TGGCTTATCTTGTTTTCACGAGCTTGTGCA -3’

	
	5’-GW-GSP3
	5’- TCGACCTCCATAACCACAGCTGGCGCTGTT -3’

	
	3’-GW-GSP1
	5’- GCATACGGGCTCATGTACCCGCAAGTG -3’

	
	3’-GW-GSP2
	5’- AAGCTTTGCCTCCGCTTCCTGCATTGACCA -3’

	RT-PCR
	Nanog.F
	5’- TGAATCTGGGGGTGGAAGCTTTGCCT -3’

	
	Nanog.R
	5’- TGTGCTGGGTACGCCATTGACGA -3’

	
	β-actin.F
	5’- ATCCTGACCGAGAGAGGCTACAG-3’

	
	β-actin.R
	5’- CCTTACGGATATCGACGTCAC-3’

	
	Elf1α.F
	5’-CTTCTCAGGCTGACTGTGC-3’

	
	Elf1α.R
	5’-CCGCTAGCATTACCCTCC-3’
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