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Table S1. Primers used in this study
	Target gene
	Primers
	Use
	Primers Sequence (5′-3′)
	Reference

	mcrA methanogen
	qmcrA-F
	qPCR
	TTCGGTGGATCDCARAGRGC
	[1]

	
	qmcrA-R
	
	GBARGTCGWAWCCGTAGAATCC
	[1]

	16S rRNA bacteria
	520f
	qPCR
	AGCAGCCGCGGTAAT
	[2]

	
	799r
	
	AACAGGATTAGATACCCTG
	[2]

	16S rRNA Propionibacterium freudenreichii 
	16SPfsF
	qPCR
	GTCTCAGTTCGGATTGGGGT
	[3]

	
	16SPfsR
	
	GTTCGGGTGTTACCGACTTTCA
	Modified from [3]

	16S rRNA Lactobacillus bulgaricus
	Ldel 7
	qPCR
	ACAGATGGATGGAGAGCAGA
	[4]

	
	Lac 2
	
	CCTCTTCGCTCGCCGCTACT
	[4]

	16S-23S intergenic spacer region Lactobacillus pentosus
	16S
	qPCR
	GCTGGATCACCTCCTTTC
	[5]

	
	LPe
	
	GTATTCAACTTATTAGAACG
	[5]
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5.	Berthier F, Ehrlich SD: Rapid species identification within two groups of closely related lactobacilli using PCR primers that target the 16S/23S rRNA spacer region. FEMS Microbiol Lett 1998, 161:97-106.
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mcrA   methanogen  qmcrA - F  qPCR  TTCGGTGGATCDCARAGRGC  [1]  

qmcrA - R   GBARGTCGWAWCCGTAGAATCC  [1]  

16S rRNA bacteria  520f  qPCR  AGCAGCCGCGGTAAT  [2]  

 799r   AACAGGATTAGATACCCTG  [2]  

16S rRNA  Propionibacterium  freudenreichii    16SPfsF  qPCR  GTCTCAGTTCGGATTGGGGT  [3]  

16SPfsR   GTTCGGGTGTTACCGACTTTCA  Modified  from  [3]  

16S rRNA  Lactobacillus  bulgaricus  Ldel 7  qPCR  ACAGATGGATGGAGAGCAGA  [4]  

Lac 2   CCTCTTCGCTCGCCGCTACT  [4]  

16S - 23S intergenic spacer  region  Lactobacillus pentosus  16S  qPCR  GCTGGATCACCTCCTTTC  [5]  

LPe   GTATTCAACTTATTAGAACG  [5]  
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