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T1 Relative Abundance: Genus > 2%
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T2 Relative Abundance: Genus > 2%

Genus
Clostridium_sensu_stricto_1
Enterococcus
Romboutsia
Escherichia/Shigella
Terrisporobacter
Klebsiella
Sellimonas
Methylobacterium
Eisenbergiella
Turicibacter
Fusicatenibacter
Cupriavidus
Herbaspirillum
Butyricicoccus
Oscillibacter
Subdoligranulum
CHKCI001
Lachnospiraceae_UCG−010
Ruminiclostridium_5
Intestinimonas
Flavonifractor
Bacillus
Ruminiclostridium
Blautia
Curvibacter
Ruminococcaceae_UCG−014
Lachnoclostridium
Anaerocolumna
Lactococcus
ASF356
Reyranella
Ruminiclostridium_9
Ruminococcaceae_UCG−013
Faecalibacterium
Pediococcus
Anaerostipes
Erysipelatoclostridium
CHKCI002
Proteus
Heliimonas
Tyzzerella_3

Lachnospiraceae_UCG−008
Sphingomonas
Ruminococcaceae_UCG−005
DTU089
Pseudomonas
Massilia
GCA−900066575
Chroococcidiopsis_PCC_7203
Hydrotalea
Pelomonas
Hyphomicrobium
Clostridium_sensu_stricto_5
Anaerotruncus
Marvinbryantia
GCA−900066225
Caproiciproducens
Mycobacterium
Legionella
Ralstonia
Corynebacterium
Paenibacillus
Hydrogenoanaerobacterium
Negativibacillus
Lachnospiraceae_NC2004_group
CAG−56
Ruminococcaceae_UCG−008
Hydrogenispora
Cloacibacillus
Pseudoflavonifractor
Azorhizobium
Ruminiclostridium_1
Ellin6055
Lysinimonas
Sporomusa
Glutamicibacter
Family_XIII_AD3011_group
Shuttleworthia
Pir4_lineage
Staphylococcus
Stenotrophomonas
Other


