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Fig. S2 Specific arabinoxylan-degrading enzyme supplementation shifted the ileal microbiota community of broiler chickens. The bacterial richness estimated by observed species (A), Chao1 (B), and ACE (C), as well as its evenness estimated by Shannon and Simpson index (D, E). The box plots intuitively reflected the species diversity and whether the differences were significant through the Wilcoxon rank-sum test (* P < 0.05, ** P < 0.01)
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