NRUI=I53 bp

ARMHS3 intron_ 22 ARMH3 _intron 22

— 400
- 300

% 100 110 120 130 12 150 162
AAAAGAATACACATATGTATACACACACACACACACACACACACACITCTAAAAAAGAATACACATATGTATACACACACACACA
— o e

A Reference sequence v NRUI sequence

170 180
CACACACACACAC c N

\

Fig. S9. (A) Bandage visualisation of the NRUI identified within the ARMH3 gene. (B) Gel
electrophoresis of 5 samples for ARMH3 NRUI: one homozygous reference sample (40515),
two heterozygous samples (40516 and 40522), and two homozygous samples for the NRUI
(40517 and 40529). (C) Sanger sequencing of the ARMH3 NRUI sequence and its breakpoints.
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Fig. S10. (A) Bandager visualisation of the NRUI located within the EPHAS5 gene. (B) Gel
electrophoresis of 6 samples for EPHAS5 NRUI: two homozygous reference samples (40497 and
46499), two heterozygous samples (40516 and 40522), and two homozygous samples for the
NRUI (40515 and 40524). (C) Sanger sequencing of the EPHAS5 NRUI sequence and its
breakpoints.



