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Total Mutant Mutant Mutant
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AITL 33 32 29 26
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ALK-ALCL 6 1 2 4
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Figure S1. (a) The distribution of gene mutations in different histological subtypes of PTCL: The bars indicate mutation frequencies in each subtype. (b) The
distribution of mutated functional groups in different histological subtypes. Gene mutation function proportion of TET2 (c) and TP53 (d) in newly diagnosed

PTCL patients.



