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Figure S2. Kaplan-Meier curves for univariate analysis. Stratified by (a) ASCT, (b) TET2 mutation, (c) IDH2 mutation. (d) TET2/IDH2 co-mutation vs TET2 alone 

mutation or IDH2 alone mutation. (e) TET2/RHOA co-mutation vs TET2 alone mutation or RHOA alone mutation. (f) TET2/DNMT3A co-mutation vs TET2 alone 

mutation or DNMT3A alone mutation.
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