
Additional file 1: Figure S1

Additional file 1: Figure S1. Normalized LINP1 expression levels in a variety of tumors

analyzed in TCGA database. The original data is from The Cancer Genome Atlas Program

(TCGA) database and the diagram showing the expression levels of LINP1 in different

types of cancer analyzed by Gene Expression Profiling Interactive Analysis (GEPIA,

http://gepia.cancer-pku.cn/).

http://gepia.cancer-pku.cn/
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Affitional file 1: Figure S2. LINP1 promotes cell proliferation, migration and

invasiveness in HSC-1 cells. (A) LINP1 expression was detected after LINP1 depletion in

HSC-1 cells. Measurements of cell proliferation by CCK-8 assay (B), colony formation assay

(C), transwell migration assay (D) and Matrigel invasiveness measurement (E) were

performed in HSC-1 cells treated with siRNAs targeting LINP1. (F) Apoptosis assay by

Annexin V/PI double staining were performed in HSC-1cells treated with siRNAs targeting

LINP1. Scale bars, 500 mm (C), 100 μm (D,E). (G) qPCR validations of key gene expression

in endoplasmic reticulum signaling including GRP78, XBP1, DDIT3 and DR5 after LINP1

depletion in HSC-1 cells. (H) Protein levels of GRP78, XBP1, eIF2α, p-eIF2α, DDIT3, DR5,

and cleavages of Caspase-8, Caspase-7 and Caspase-3 were detected by Western blot after

LINP1 knockdown in HSC-1 cells. GAPDH was using as loading control. Each experiment
was performed in at least triplicate and results are presented as mean ± s.d. One-way ANOVA

and Dunnett’s multiple comparison test were used to analyze the data (*P < 0.05, **P < 0.01,

***P < 0.001).
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Additional file 1: Figure S3. LINP1 promotes cell proliferation, migration and

invasiveness in A431 cells. (A, F) LINP1 expression was detected after LINP1 depletion or

overexpression in A431 cells. Measurements of cell proliferation by CCK-8 assay (B, G),

colony formation assay (C, H), transwell migration assay and Matrigel invasiveness

measurement (D, E, I, J) were performed in A431 cells treated with siRNAs targeting LINP1 or

overexpressing LINP1. Scale bars, 500 mm (C, H), 100 μm (D, E, I, J). Each experiment was
performed in at least triplicate and results are presented as mean ± s.d. One-way ANOVA and

Dunnett’s multiple comparison test were used to analyze the data (*P < 0.05, **P < 0.01,

***P < 0.001).
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Additional file 1: Figure S4. LINP1 functions as oncogene to repress UPR-mediated cell

apoptosis in A431 cells. (A) The protein of GRP78, XBP1, eIF2α, p-eIF2α, ATF4 and DDIT3

were detected by Western blot in A431 cells after knockdown of LINP1 or overexpression of

LINP1. (B,C) The expression of LINP1, DDIT3, DR5, XBP1 and GRP78 was detected by qRT-

PCR in A431 cells after knockdown of LINP1 or overexpression of LINP1. (D) The levels of

DR5 and cleaved Caspase-3, cleaved Caspase-7, cleaved Caspase-8 were detected by

Western blot in A431 cells after knockdown of LINP1 or overexpression of LINP1. Statistical

data of qRT-PCR represent the average of three independent experiments ± s.d. (E, F)

Apoptosis assay by Annexin V/PI double staining were performed in A431 cells treated with

siRNAs targeting LINP1 or overexpressing LINP1. One-way ANOVA and Dunnett’s multiple

comparison test were used to analyze the data (*P < 0.05, **P < 0.01, ***P < 0.001).
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Additional file 1: Figure S5. Peptides of eIF2α binding to LINP1 identified by HPLC-MS.

(A) The protein mix precipitated by in vitro-transcribed Biotin-labelled LINP1 RNA was

analyzed by high performance liquid chromatography-mass spectrometry (HPLC-MS) to

identify the amino acid sequences of eIF2α peptides. (B) The ability of eIF2α to interact with

LINP1 is predicted by lncPro (http://bioinfo.bjmu.edu.cn/lncpro/). (C) Predicted secondary

structure of LINP1 by RNAfold (http://rna.tbi.univie.ac.at//cgi-bin/RNAWebSuite/RNAfold.cgi).
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Additional file 1:  Figure S6. Knockdown of DDIT3 promotes the proliferation, migration

but represses apoptosis in cSCC cells. (A) DDIT3 expression was detected after depletion

of DDIT3 by siNC and siDDIT3 in cSCC cells. (B-E) Depletion of DDIT3 repressed cell

apoptosis and enhanced cell proliferation, migration in cSCC cells by CCK-8 assay, colony

formation assay, transwell migration assay and Annexin V/PI double staining measurement.

Scale bars, 500 mm (C), 100 μm (D). (F) DR5, cleaved forms of Caspase-8, Caspase-7 and

Caspase-3 proteins were detected in cSCC cells by Western blot after DDIT3 knockdown,

GAPDH was using as loading control. Each experiment was performed in at least triplicate
and results are presented as mean ± s.d. One-way ANOVA and Dunnett’s multiple comparison

test were used to analyze the data (*P < 0.05, **P < 0.01, ***P < 0.001).

   



A431 cell line authentication and quality check
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HSC-1 cell line authentication and quality check
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HaCaT cell line authentication and quality check
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