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Supplementary information

Supplementary Figure S1. 16S rRNA partial sequence of P. intermedia in the NCBI database. 
Supplementary Figure S2. The number of differentially expressed genesinduced by heat-killed P. intermedia in the transplanted OSCC tumors of mice by transcriptomic analyses.
Supplementary Figure S3. Chord diagrams showing the effectof heat-killed P. intermedia on the transcriptomics of differential genes and pathways.
Supplementary Table S1. Heat-killed P. intermedia-induced differentially expressed genes in transplanted OSCC tumormodel mice. (Classic and putative tumorsuppressor genes are in red and orange, respectively.)
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Supplementary Figure S1. 16S rRNA partial sequence of P. intermedia in the NCBI database. In our present study, the16S rRNA-targeted oligonucleotide probe (RNAscope™ Probe- B-P.intermedia-16SrRNA-C1) used for Prevotella intermedia was designed and developed based on the sequence in the NCBI database, the specificity of which can be confirmed by NCBI database searches and RNAscope studies.











[image: ]
Supplementary Figure S2. The number of differentially expressed genesinduced by heat-killed P. intermedia in the transplanted OSCC tumors of mice by transcriptomic analyses.
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Supplementary Figure S3. Chord diagrams showing the effectof heat-killed P. intermedia on the transcriptomics of differential genes and pathways.


image1.emf
>NR_026119.1 Prevotella intermedia strain B422 16S ribosomal RNA, partial sequence
AGCTATAGGCTTAACACATGCAAGTCCGAGGGGAAACGGCATTATGTGCTTGCACATTCTGGACGTCGACCGGCGCACGGGTGAGTATCG
CGTATCCAACCTTCCCTCCACTCGGGGATACCCCGTTGAAAGACGGCCTAATACCCGATGTTGTCCACATATGGCATCTGACGTGGACCAA
AGATTCATCGGTGGAGGATGGGGATGCGTCTGATTAGCTTGTTGGTGCGGGTAACGGCCCACCAAGGCTACGATCAGTAGGGGTTCTGAG
AGGAAGGTCCCCCACATTGGAACTGAGACACGGTCCAAACTCCTACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGTAAGTCTGA
ACCAGCCAAGTAGCGTGCAGGATTGACGGCCCTATGGGTTGTAAACTGCTTTTGTTGGGGAGTAAAGCGGGGCACGTGTGCCCYTTTGCAT
TTACCCTTCGAATAAGGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCAGGCGTTATCCGGATTTATTGGGTTTAAAG
GGAGTGTAGGCGGTCTGTTAAGCGTGTTGTGAAATTTAGGTGCTCAACATCTACCTTGCAGCGCGAACTGGCGGACTTGAGTGCACGCAAC
GTATGCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCATGACGAACTCCGATTGCGAAGGCAGCGTACGGGAGTGTTACTGACGCT
TAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTAGTCCGCACGGTAAACGATGGATGCCCGCTGTTAGCGCCTGGCGTT
AGCGGCTAAGCGAAAGCATTAAGCATCCCACCTGGGGAGTACGCCGGCAACGGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGC
GGAGGAACATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCCGGGCTTGAATTGCAGACGCAGGATACAGAGATGTTGACTCCCTTC
GGGGCGTCTGTGAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCGGCTTAAGTGCCATAACGAGCGCAACCCCTTTCCTT
AGTTGCCATCAGGTCATGCTGGGCACTCTGGGGACACTGCCACCGCAAGGTGTGAGGAAGGTGGGGATGACGTCAAATCAGCACGGCCCT
TACGTCCGGGGCTACACACGTGTTACAATGGCCGGTACAGAGGGACGGTGTGATGYAAATCGCATCCAATCTTGAAAGCCGGTCCCAGTTC
GGACTGAGGTCTGCAACCCGACCTCACGAAGCTGGATTCGCTAGTAATCGCGCATCAGCCATGGCGCGGTGAATACGTTCCSGGGCCTTG
TACACACCGCCCGTCAAGCCATGAAAGCCGGSGGTGCCTGAAGTTCGTAACCGCGAGGAGCGACCTAGGGCAAAACTGGTGATTGGGGCT

AAGTCGTAACAAG









>NR_026119.1 Prevotella intermedia strain B422 16S ribosomal RNA, partial sequence 

AGCTATAGGCTTAACACATGCAAGTCCGAGGGGAAACGGCATTATGTGCTTGCACATTCTGGACGTCGACCGGCGCACGGGTGAGTATCG

CGTATCCAACCTTCCCTCCACTCGGGGATACCCCGTTGAAAGACGGCCTAATACCCGATGTTGTCCACATATGGCATCTGACGTGGACCAA

AGATTCATCGGTGGAGGATGGGGATGCGTCTGATTAGCTTGTTGGTGCGGGTAACGGCCCACCAAGGCTACGATCAGTAGGGGTTCTGAG

AGGAAGGTCCCCCACATTGGAACTGAGACACGGTCCAAACTCCTACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGTAAGTCTGA

ACCAGCCAAGTAGCGTGCAGGATTGACGGCCCTATGGGTTGTAAACTGCTTTTGTTGGGGAGTAAAGCGGGGCACGTGTGCCCYTTTGCAT

TTACCCTTCGAATAAGGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCAGGCGTTATCCGGATTTATTGGGTTTAAAG

GGAGTGTAGGCGGTCTGTTAAGCGTGTTGTGAAATTTAGGTGCTCAACATCTACCTTGCAGCGCGAACTGGCGGACTTGAGTGCACGCAAC

GTATGCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCATGACGAACTCCGATTGCGAAGGCAGCGTACGGGAGTGTTACTGACGCT

TAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTAGTCCGCACGGTAAACGATGGATGCCCGCTGTTAGCGCCTGGCGTT

AGCGGCTAAGCGAAAGCATTAAGCATCCCACCTGGGGAGTACGCCGGCAACGGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGC

GGAGGAACATGTGGTTTAATTCGATGATACGCGAGGAACCTTACCCGGGCTTGAATTGCAGACGCAGGATACAGAGATGTTGACTCCCTTC

GGGGCGTCTGTGAAGGTGCTGCATGGTTGTCGTCAGCTCGTGCCGTGAGGTGTCGGCTTAAGTGCCATAACGAGCGCAACCCCTTTCCTT

AGTTGCCATCAGGTCATGCTGGGCACTCTGGGGACACTGCCACCGCAAGGTGTGAGGAAGGTGGGGATGACGTCAAATCAGCACGGCCCT

TACGTCCGGGGCTACACACGTGTTACAATGGCCGGTACAGAGGGACGGTGTGATGYAAATCGCATCCAATCTTGAAAGCCGGTCCCAGTTC

GGACTGAGGTCTGCAACCCGACCTCACGAAGCTGGATTCGCTAGTAATCGCGCATCAGCCATGGCGCGGTGAATACGTTCCSGGGCCTTG

TACACACCGCCCGTCAAGCCATGAAAGCCGGSGGTGCCTGAAGTTCGTAACCGCGAGGAGCGACCTAGGGCAAAACTGGTGATTGGGGCT

AAGTCGTAACAAG 
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