1

—Log10 P

I 0.85

Cell line
FaDu
HK1

Treatment
control
siHDAC6

Phenotype

WT

RR

B
RR-siHDACG6 vs RR-control
RR-control vs WT-control s C6vs contro
1 1 1 1
I I . ° om I I Up: 1377
o | | Up: 362 R~ Lo DP 1308
I I Down: 783 ! ' own:
| | ] o | |
I RO
00 7 | | 200 - o © | | ® NS
[ . S [ | ©® Log; FC
: : Y o oq W 1 | © p-alue
| | > o 3’9 | | ° ® p-value and log, FC
¢ | 3 2o, ! I @0
50 ! ' 100 e v M
| | ]
I
I
I
o . O e — ! RPN ===
I I I
Logs fold ch -2.5 0.0 2.5
(o] 0ld change
92 g Log, fold change
D
FaDu HK1 Common genes in FaDu and HK
120
180 140
160
120 100
140 2 8
c =
120 &100 g 80
: R
é 80 é 60
80 S e 5
60 40
40 40 2 24
20 11
20 6 5 2 0
0 1 2 3 4 5 6 c0 2 3 4 5 O0 0.5 1 15 2 25 3 3.5
Log,FC LogoFC Logo,FC



