Supplementary table 2. Clinical characteristics of four patients who underwent single-cell RNA sequencing.
	
	Complete remission 
	Early relapse

	Age/gender
	65/F
	53/M
	62/F
	46/F

	Diagnosis
	MDS
	ALL
	AML
	AML

	At diagnosis
	BM blast
	0.4
	71.1
	56
	59.2

	
	Karyotype
	t(1;20)(p34.1;q11.2)
	t(9;22)(q34.1;q11.2)
	Normal 
	Normal

	
	Somatic mutation
	Non-specific
	PAX5
	NPM1, FLT3-ITD, DNMT3A, IKZF1
	FLT3-ITD, TET2

	At sampling time
	BM blast
	0.5
	0.3
	0.9
	14.1

	
	Karyotype
	Normal
	Normal
	Normal
	Normal

	
	Somatic mutation
	Not evaluated
	Not evaluated
	NPM1, FLT3-ITD
	NPM1, FLT3-ITD

	HSCT regimen
	Conditioning
	Reduced
 intensity
	Myeloablating
	Reduced intensity
	Reduced
 intensity

	
	Donor
	Matched sibling
	Matched sibling
	Matched unrelated
	Matched sibling

	
	GVHD prophylaxis
	ATG + cyclosporine
	ATG + cyclosporine
	ATG + tacrolimus
	ATG + cyclosporine



