
[bookmark: _GoBack]Table S4. Top 20 most abundant CAZy categories within ‘Ca. Homeothermaceae’ as a percentage of total genes with CAZy annotation in each genome.
	Category
	‘Ca. Homeothermaceae’
	   Human average
	   Mouse average
	   Guinea pig average
	   Koala average
	Porphyromonadaceae
	Prevotellaceae
	Bacteroidaceae
	Mouse gut metagenome
	Soil metagenome
	Marine metagenome

	GT2
	14.0%
	14.0%
	15.0%
	8.9%
	16.4%
	11.2%
	13.7%
	8.8%
	14.3%
	10.5%
	10.5%

	GT4
	8.3%
	8.5%
	9.1%
	5.1%
	8.1%
	8.0%
	5.3%
	6.4%
	7.4%
	9.8%
	11.3%

	GH13
	6.4%
	8.5%
	5.4%
	4.1%
	7.9%
	2.0%
	3.6%
	1.9%
	4.5%
	3.7%
	2.1%

	GH43
	3.1%
	1.6%
	3.3%
	5.8%
	3.7%
	1.8%
	2.4%
	5.2%
	2.4%
	0.3%
	0.5%

	CBM50
	2.3%
	2.7%
	1.7%
	3.1%
	2.4%
	5.2%
	2.9%
	2.3%
	3.7%
	1.6%
	2.9%

	CE1
	3.5%
	3.2%
	2.6%
	6.7%
	4.6%
	4.1%
	3.9%
	2.5%
	2.1%
	5.2%
	5.1%

	GH2
	3.0%
	2.2%
	3.2%
	3.7%
	3.6%
	3.4%
	2.7%
	5.7%
	2.5%
	0.2%
	0.3%

	CE10
	2.9%
	2.8%
	2.9%
	2.9%
	3.0%
	3.2%
	2.4%
	1.8%
	1.9%
	4.0%
	3.4%

	CBM32
	2.0%
	1.4%
	2.5%
	1.8%
	1.4%
	3.4%
	3.3%
	4.6%
	2.3%
	0.8%
	0.5%

	CBM26
	1.7%
	2.2%
	1.6%
	0.0%
	2.5%
	0.0%
	0.3%
	0.1%
	0.3%
	0.0%
	0.0%

	GH3
	2.6%
	3.3%
	1.9%
	2.9%
	3.7%
	1.9%
	1.9%
	3.2%
	2.9%
	3.0%
	2.2%

	GH23
	2.1%
	2.4%
	2.1%
	1.8%
	2.2%
	1.9%
	1.3%
	1.0%
	1.0%
	3.2%
	2.8%

	GH97
	1.9%
	1.8%
	1.8%
	2.9%
	2.2%
	1.0%
	1.4%
	2.1%
	0.4%
	0.0%
	0.1%

	CBM48
	2.1%
	2.6%
	1.8%
	2.1%
	2.2%
	0.9%
	1.0%
	1.0%
	1.4%
	1.8%
	0.9%

	GH20
	1.5%
	1.0%
	1.8%
	2.3%
	0.5%
	1.8%
	1.7%
	2.5%
	0.8%
	0.3%
	0.3%

	GH31
	1.6%
	1.4%
	1.6%
	2.1%
	1.8%
	0.6%
	0.8%
	1.3%
	1.1%
	0.3%
	0.1%

	GH5
	1.5%
	1.0%
	1.6%
	2.3%
	1.1%
	0.4%
	0.9%
	1.0%
	0.9%
	0.6%
	0.5%

	CBM20
	1.1%
	1.3%
	1.0%
	1.0%
	1.3%
	0.9%
	1.3%
	0.6%
	0.2%
	0.1%
	0.2%

	CE3
	1.5%
	1.5%
	1.5%
	1.4%
	1.3%
	1.7%
	1.3%
	1.9%
	1.1%
	0.9%
	0.7%

	GT5
	1.5%
	1.6%
	1.5%
	1.4%
	1.3%
	1.3%
	1.3%
	0.7%
	0.8%
	0.4%
	0.5%

	Total CAZy genes / total CDS
	6.3%
	5.2%
	6.4%
	6.3%
	5.4%
	5.3%
	5.7%
	7.5%
	3.8%
	1.0%
	1.2%




