Pantothenate and CoA biosynthesis
A) Diet-Plin2 (Plin2-HF vs. Plin2-LF) B) Diet-WT (WT-HF vs. WT-LF)
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dihydrothymine dehydrogenase  1.3.1.2 | 1 [ | 1.3.1.2 u [ |
holo-ACP synthase ~ 2.7.8.7 | 1| 2787 ‘ node shape compound
uracil reductase  1.3.1.1 [ ] || 13.1.1 | 1 [ ]
pantothenate synthetase ~ 6.3.2.1 | I [ | 632.1 | 1 D pathway
acetolactate synthase ~ 2.2.1.6 | || 2.2.1.6 [ |
transaminase B 2.6.1.42 1 2.6.1.42 |
2-oxopantoate reductase 1.1.1.169 [ ] | | 1.1.1.169 [ ]
hydroxymethyltransferase 2.1.2.11 [ ] 2.12.11 | A
dephospho-CoA kinase 2.7.1.24 [ | 2.7.1.24 [ | .
dephospho-CoA pyrophosphorylase ~ 2.7.7.3 [ | 2.7.7.3 [ ] node size
pantothenate kinase 2.7.1.33 [ ] 2.7.1.33 [ ] FC
ketol a01d reductoisomerase 1.1.1.86 | W 1.1.1.86 | B (e )
Hosoh N PPC- decarbO)I(ylase 4.61.31.232 1 4.61.31.232 [ ]
phosphopantothenate-cysteine 11 3.2 [ | 3.2 ]
aspartate 1-decarboxylase 4.1.1.11 1 4.1.1.11 1 O O ° O O
dihydroxy acid dehydrase  4.2.1.9 | | 4.2.1.9 ] _ B
nucleotide diphosphatase ~ 3.6.1.9 ] 3.6.19 | 1 <=-200 -20 2 0 2 20 >=200
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