Butanoate Metabolism

A) Diet-Plin2 (Plin2-HF vs. Plin2-LF)
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B) Diet-WT (WT-HF vs. WT-LF)
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Other Bacteroidales
Deltaproteobacteria
Gammaproteobacteria
Other Proteobacteria
[ Actinobacteria
Other Bacteria
Clostridiaceae
Eubacteriaceae
Lachnospiraceae
Oscillospiraceae
Ruminococcaceae
Other Clostridia
Other Firmicutes
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Rikenellaceae
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Other Proteobacteria
Actinobacteria
Other Bacteria
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