
Supplemental Figure Legends

Figure S1. NMDS of CPR community data. Arrows represent species scores for the species that contributed 
greatest to the observed difference. 

Figure S2. Maximum-likelihood tree of the rps3 marker gene with bootstrapped nodes presented as values. 

Figure S3. Maximum-likelihood tree of the 16S rRNA gene with bootstrapped nodes presented as values. 

Figure S4. Maximum-likelihood tree of the gyrA marker gene with bootstrapped nodes presented as values. 

Figure S5. Maximum-likelihood tree of the 16-protein, concatenated ribosomal tree with bootstrapped nodes 
presented as values. 

Figure S6. Conserved regions of the nirK alignment. Residues necessary for T1Cu/T2Cu binding and nitrite 
reduction capacity are indicated by the colored triangles below the alignment. Residues in the alignment are 
colored based upon polarity. 

Figure S7. Bootstrap supported nirK maximum-likelihood tree. 

Figure S8. RDA of Parcubacteria GH family profiles. Each colored arrow represents the centroid of distributions 
for that particular phylum. The centroid was inferred to be the “average” direction the phylum tended. The black 
arrows are the loadings derived from the given GH family, calculated during the RDA process. Distances were 
scaled by four times to more easily distinguish the arrows. 

Figure S9. RDA of other CPR GH family profiles. Each colored arrow represents the centroid of distributions for 
that particular phylum. The centroid was inferred to be the “average” direction the phylum tended. The black 
arrows are the loadings derived from the given GH family, calculated during the RDA process. Distances were 
scaled by three times to more easily distinguish the arrows. 

Figure S10. RDA of Parcubacteria GH family profiles. The same as Figure S8, but rather than summarizing every 
genome of a given phylum into an arrow, each point represents an individual genome from a given phylum 
indicated by the color. Black arrows still represent the loadings yielded by the GH families. Distances were scaled 
by two times to make point distribution more apparent. 

Figure S11. RDA of other CPR GH family profiles. The same as Figure S8, but rather than summarizing every 
genome of a given phylum into an arrow, each point represents an individual genome from a given phylum 
indicated by the color. Black arrows still represent the loadings yielded by the GH families. Distances were scaled 
by two times to make point distribution more apparent. 
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Bacteria_Firmicutes_Negativicutes_Selenomonadales_Veillonellaceae_Zymophilus_raffinosivorans_DSM_20765
Bacteria_Firmicutes_Negativicutes_Selenomonadales_Veillonellaceae_Anaerovibrio_sp._RM50
Bacteria_Firmicutes_Negativicutes_Selenomonadales_Veillonellaceae_Centipeda_periodontii_DSM_2778_contig00059
Bacteria_Firmicutes_Negativicutes_Selenomonadales_Veillonellaceae_Selenomonas_ruminantium_lactilytica_TAM6421
Bacteria_Firmicutes_Negativicutes_Selenomonadales_Veillonellaceae_Mitsuokella_multacida_DSM_20544
Bacteria_Firmicutes_Bacilli_Bacillales_Paenibacillaceae_Thermobacillus_composti_KWC4_DSM_18247
Bacteria_Firmicutes_Bacilli_Bacillales_Paenibacillaceae_Paenibacillus_lactis_154
Bacteria_Firmicutes_Bacilli_Bacillales_Paenibacillaceae_Saccharibacillus_sacchari_GR21_DSM_19268
Bacteria_Firmicutes_Bacilli_Bacillales_Paenibacillaceae_Cohnella_panacarvi_Gsoil_349_DSM_18696

Bacteria_Firmicutes_Bacilli_Bacillales_Paenibacillaceae_Brevibacillus_brevis_NBRC_100599
Bacteria_Firmicutes_Bacilli_Bacillales_Paenibacillaceae_Aneurinibacillus_group_Aneurinibacillus_terranovensis_DSM_18919
Bacteria_Firmicutes_Bacilli_Bacillales_Bacillales_incertae_sedis_Bacillales_Family_X._Incertae_Sedis_Thermicanus_aegyptius_DSM_12793

Bacteria_Firmicutes_Erysipelotrichi_Erysipelotrichales_Erysipelotrichaceae_Turicibacter_sp._HGF1_contig00015

Bacteria_Tenericutes_Mollicutes_Mollicutes_bacterium_HR1
Bacteria_Tenericutes_Mollicutes_Mollicutes_bacterium_HR2
Bacteria_Tenericutes_Mollicutes_Acholeplasmatales_Acholeplasmataceae_Acholeplasma_laidlawii_PG_8A
Bacteria_Tenericutes_Mollicutes_Acholeplasmatales_Acholeplasmataceae_Candidatus_Phytoplasma_aster_yellows_witches_broom_AY_WB

Bacteria_unclassified_Bacteria_Haloplasmatales_Haloplasmataceae_Haloplasma_contractile_SSD_17B

Bacteria_Firmicutes_Erysipelotrichi_Erysipelotrichales_Erysipelotrichaceae_Coprobacillus_sp._8_2_54BFAA

Bacteria_Firmicutes_Erysipelotrichi_Erysipelotrichales_Erysipelotrichaceae_Catenibacterium_mitsuokai_DSM_15897_C_mitsuokai_1.0_Cont88.1

Bacteria_Firmicutes_Bacilli_Lactobacillales_Lactobacillaceae_Sharpea_azabuensis_DSM_18934
Bacteria_Firmicutes_Bacilli_Lactobacillales_Lactobacillaceae_Lactobacillus_catenaformis_OT_569
Bacteria_Firmicutes_Erysipelotrichia_Erysipelotrichales_Erysipelotrichaceae_Eggerthia_catenaformis_DSM_20559

Bacteria_Firmicutes_Erysipelotrichia_Erysipelotrichales_Erysipelotrichaceae_Kandleria_vitulina_MC3001

Bacteria_Firmicutes_Erysipelotrichi_Erysipelotrichales_Erysipelotrichaceae_Erysipelotrichaceae_bacterium_AP9

Bacteria_Tenericutes_Mollicutes_Entomoplasmatales_Spiroplasmataceae_Spiroplasma_culicicola_AES_1
Bacteria_Tenericutes_Mollicutes_Entomoplasmatales_Entomoplasmataceae_Mesoplasma_florum_W37
Bacteria_Tenericutes_Mollicutes_Entomoplasmatales_Entomoplasmataceae_Entomoplasma_luminosum_ATCC_49195

Bacteria_Tenericutes_Mollicutes_Mycoplasmatales_Mycoplasmataceae_Mycoplasma_agalactiae
Bacteria_Tenericutes_Mollicutes_Mycoplasmatales_Mycoplasmataceae_Candidatus_Hepatoplasma_crinochetorum_Av

Bacteria_Tenericutes_Mollicutes_Mycoplasmatales_Mycoplasmataceae_Ureaplasma_parvum_serovar_3_str._ATCC_27815

Bacteria_Firmicutes_Erysipelotrichia_Erysipelotrichales_Erysipelotrichaceae_Dielma_fastidiosa_JC13
Bacteria_Firmicutes_Clostridia_Clostridiales_Clostridiaceae_Clostridium_innocuum_2959

Bacteria_Firmicutes_Erysipelotrichi_Erysipelotrichales_Erysipelotrichaceae_Holdemania_sp._AP2
Bacteria_Firmicutes_Erysipelotrichi_Erysipelotrichales_Erysipelotrichaceae_Erysipelothrix_rhusiopathiae_str._Fujisawa

Bacteria_Firmicutes_Erysipelotrichi_Erysipelotrichales_Erysipelotrichaceae_Solobacterium_moorei_F0204_S_mooreiF0204_1.0_Cont15.1
Bacteria_Firmicutes_Erysipelotrichi_Erysipelotrichales_Erysipelotrichaceae_Bulleidia_extructa_W1219_contig00009
Bacteria_Firmicutes_Bacilli_Lactobacillales_Streptococcaceae_Streptococcus_pleomorphus_DSM_20574
Bacteria_Firmicutes_Clostridia_Clostridiales_Eubacteriaceae_Eubacterium_cylindroides_T2_87_draft_genome.
Bacteria_Firmicutes_Erysipelotrichi_Erysipelotrichales_Erysipelotrichaceae_Allobaculum_stercoricanis_DSM_13633
Bacteria_Firmicutes_Clostridia_Clostridiales_Eubacteriaceae_Eubacterium_biforme_DSM_3989_unfinished_sequence

Bacteria_Firmicutes_Bacilli_Bacillales_Bacillaceae_Bacillus_gelatini_DSM_15865
Bacteria_Firmicutes_Bacilli_Bacillales_Sporolactobacillaceae_Sporolactobacillus_terrae_HKM_1
Bacteria_Firmicutes_Bacilli_Bacillales_Sporolactobacillaceae_Tuberibacillus_calidus_DSM_17572

Bacteria_Firmicutes_Bacilli_Lactobacillales_Carnobacteriaceae_Carnobacterium_maltaromaticum_LMA28

Bacteria_Firmicutes_Bacilli_Lactobacillales_Enterococcaceae_Tetragenococcus_halophilus_NBRC_12172
Bacteria_Firmicutes_Bacilli_Lactobacillales_Enterococcaceae_Enterococcus_faecalis_D32
Bacteria_Firmicutes_Bacilli_Lactobacillales_Enterococcaceae_Melissococcus_plutonius_ATCC_35311

Bacteria_Firmicutes_Bacilli_Lactobacillales_Streptococcaceae_Streptococcus_mutans_GS_5
Bacteria_Firmicutes_Bacilli_Lactobacillales_Streptococcaceae_Lactococcus_garvieae_Lg2

Bacteria_Firmicutes_Bacilli_Lactobacillales_Carnobacteriaceae_Granulicatella_elegans_ATCC_700633_genomic_scaffold_supercont1.2
Bacteria_Firmicutes_Bacilli_Lactobacillales_Enterococcaceae_Bavariicoccus_seileri_DSM_19936
Bacteria_Firmicutes_Bacilli_Lactobacillales_Carnobacteriaceae_Atopobacter_phocae_ATCC_BAA_285

Bacteria_Firmicutes_Bacilli_Lactobacillales_Aerococcaceae_Aerococcus_urinae_ACS_120_V_Col10a
Bacteria_Firmicutes_Bacilli_Lactobacillales_Lactobacillaceae_Lactobacillus_acidophilus_NCFM
Bacteria_Firmicutes_Bacilli_Lactobacillales_Carnobacteriaceae_Allofustis_seminis_DSM_15817
Bacteria_Firmicutes_Bacilli_Lactobacillales_Carnobacteriaceae_Dolosigranulum_pigrum_ATCC_51524
Bacteria_Firmicutes_Bacilli_Lactobacillales_Carnobacteriaceae_Alloiococcus_otitis_ATCC_51267
Bacteria_Firmicutes_Bacilli_Lactobacillales_Carnobacteriaceae_Lacticigenium_naphtae_DSM_19658
Bacteria_Firmicutes_Bacilli_Lactobacillales_Carnobacteriaceae_Atopococcus_tabaci_DSM_17538

Bacteria_Firmicutes_Bacilli_Lactobacillales_Enterococcaceae_Catellicoccus_marimammalium_M35043
Bacteria_Firmicutes_Bacilli_Lactobacillales_Lactobacillaceae_Pediococcus_claussenii_P06_ATCC_BAA_344
Bacteria_Firmicutes_Bacilli_Lactobacillales_Leuconostocaceae_Weissella_ceti_WS74

Bacteria_Firmicutes_Bacilli_Lactobacillales_Leuconostocaceae_Leuconostoc_kimchii_IMSNU11154
Bacteria_Firmicutes_Bacilli_Lactobacillales_Leuconostocaceae_Fructobacillus_fructosus_KCTC_3544_contig00014

Bacteria_Firmicutes_Bacilli_Lactobacillales_Leuconostocaceae_Oenococcus_oeni_PSU_1

Bacteria_Firmicutes_Bacilli_Lactobacillales_Aerococcaceae_Globicatella_sulfidifaciens_DSM_15739
Bacteria_Firmicutes_Bacilli_Lactobacillales_Aerococcaceae_Facklamia_ignava_CCUG_37419

Bacteria_Firmicutes_Bacilli_Lactobacillales_Aerococcaceae_Eremococcus_coleocola_ACS_139_V_Col8_contig00001

Bacteria_Firmicutes_Bacilli_Lactobacillales_Aerococcaceae_Abiotrophia_defectiva_ATCC_49176
Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae_Catonella_morbi_ATCC_51271_C_morbi_1.0.1_Cont0.13

Bacteria_Firmicutes_Bacilli_Bacillales_Listeriaceae_Brochothrix_thermosphacta_FSL_F6_1036
Bacteria_Firmicutes_Bacilli_Bacillales_Listeriaceae_Listeria_innocua_sv._6a_Clip11262

Bacteria_Firmicutes_Bacilli_Bacillales_Planococcaceae_Planococcus_donghaensis_MPA1U2_contig00058
Bacteria_Firmicutes_Bacilli_Bacillales_Planococcaceae_Paenisporosarcina_sp._TG_14

Bacteria_Firmicutes_Bacilli_Bacillales_Planococcaceae_Ureibacillus_thermosphaericus_Thermo_BF
Bacteria_Firmicutes_Bacilli_Bacillales_Bacillaceae_Lysinibacillus_sphaericus_C3_41

Bacteria_Firmicutes_Bacilli_Bacillales_Planococcaceae_Solibacillus_silvestris_StLB046

Bacteria_Firmicutes_Bacilli_Bacillales_Planococcaceae_Kurthia_massiliensis_JC30
Bacteria_Firmicutes_Bacilli_Bacillales_Planococcaceae_Viridibacillus_arenosi_FSL_R5_213

Bacteria_Firmicutes_Bacilli_Bacillales_Planococcaceae_Sporosarcina_newyorkensis_2681
Bacteria_Firmicutes_Bacilli_Bacillales_Bacillales_incertae_sedis_Bhargavaea_cecembensis_DSE10

Bacteria_Firmicutes_Bacilli_Bacillales_Bacillales_incertae_sedis_Bacillales_Family_XI._Incertae_Sedis_Gemella_haemolysans_ATCC_10379
Bacteria_Firmicutes_Bacilli_Bacillales_Staphylococcaceae_Staphylococcus_aureus_502A
Bacteria_Firmicutes_Bacilli_Bacillales_Staphylococcaceae_Macrococcus_caseolyticus_JCSC5402
Bacteria_Firmicutes_Bacilli_Bacillales_Staphylococcaceae_Nosocomiicoccus_sp._NP2
Bacteria_Firmicutes_Bacilli_Bacillales_Staphylococcaceae_Jeotgalicoccus_psychrophilus_DSM_19085
Bacteria_Firmicutes_Bacilli_Bacillales_Staphylococcaceae_Salinicoccus_carnicancri_Crm

Bacteria_Firmicutes_Bacilli_Bacillales_Bacillaceae_Bacillus_anthracis_52_G

Bacteria_Firmicutes_Bacilli_Bacillales_Bacillaceae_Amphibacillus_xylanus_NBRC_15112

Bacteria_Firmicutes_Bacilli_Bacillales_Bacillaceae_Salsuginibacillus_kocurii_DSM_18087
Bacteria_Firmicutes_Bacilli_Bacillales_Bacillaceae_Marinococcus_halotolerans_DSM_16375

Bacteria_Firmicutes_Bacilli_Bacillales_Bacillaceae_Bacillus_selenitireducens_MLS10

Bacteria_Firmicutes_Bacilli_Bacillales_Bacillaceae_Sediminibacillus_halophilus_NSP9.3

Bacteria_Firmicutes_Bacilli_Bacillales_Bacillaceae_Salimicrobium_sp._MJ3
Bacteria_Firmicutes_Bacilli_Bacillales_Bacillaceae_Halobacillus_halophilus_DSM_2266

Bacteria_Firmicutes_Bacilli_Bacillales_Bacillaceae_Pontibacillus_halophilus_DSM_19796
Bacteria_Firmicutes_Bacilli_Bacillales_Bacillaceae_Thalassobacillus_devorans_MSP14

Bacteria_Firmicutes_Bacilli_Bacillales_Bacillaceae_Virgibacillus_sp._CM_4
Bacteria_Firmicutes_Bacilli_Bacillales_Bacillaceae_Oceanobacillus_iheyensis_HTE831
Bacteria_Firmicutes_Bacilli_Bacillales_Bacillaceae_Paucisalibacillus_globulus_DSM_18846
Bacteria_Firmicutes_Bacilli_Bacillales_Bacillaceae_Ornithinibacillus_sp._TW25

Bacteria_Firmicutes_Bacilli_Bacillales_Bacillaceae_Lentibacillus_sp._Grbi

Bacteria_Firmicutes_Bacilli_Bacillales_Bacillaceae_Alkalibacillus_haloalkaliphilus_C5
Bacteria_Firmicutes_Bacilli_Bacillales_Bacillaceae_Halalkalibacillus_halophilus_DSM_18494

Bacteria_Firmicutes_Bacilli_Bacillales_Bacillaceae_Gracilibacillus_lacisalsi_DSM_19029
Bacteria_Firmicutes_Bacilli_Bacillales_Bacillaceae_Terribacillus_aidingensis_MP602

Bacteria_Firmicutes_Bacilli_Bacillales_Bacillales_incertae_sedis_Bacillales_Family_XII._Incertae_Sedis_Exiguobacterium_sp._AT1b

Bacteria_Firmicutes_Bacilli_Bacillales_Bacillaceae_Geobacillus_kaustophilus_HTA426
Bacteria_Firmicutes_Bacilli_Bacillales_Bacillaceae_Geobacillus_debilis_gb1_GenePRIMP
Bacteria_Firmicutes_Bacilli_Bacillales_Bacillaceae_Anoxybacillus_flavithermus_WK1

Bacteria_Firmicutes_Bacilli_Bacillales_Bacillaceae_Caldalkalibacillus_thermarum_TA2.A1_ctg240

Bacteria_Firmicutes_Bacilli_Bacillales_Thermoactinomycetaceae_Shimazuella_kribbensis_DSM_45090
Bacteria_Firmicutes_Bacilli_Bacillales_Thermoactinomycetaceae_Thermoactinomyces_sp._Gus2_1

Bacteria_Firmicutes_Bacilli_Bacillales_Bacillaceae_Bacillus_tusciae_DSM_2912
Bacteria_Firmicutes_Bacilli_Bacillales_Alicyclobacillaceae_Alicyclobacillus_acidocaldarius_LAA1_unfinished_sequence
Bacteria_Firmicutes_Bacilli_Bacillales_Alicyclobacillaceae_Tumebacillus_flagellatus_GST4

Bacteria_Firmicutes_Bacilli_Bacillales_Thermoactinomycetaceae_Desmospora_sp._8437

Bacteria_Firmicutes_Clostridia_Clostridiales_Clostridiales_incertae_sedis_Clostridiales_Family_XIV._Incertae_Sedis_Anaerobranca_gottschalkii_DSM_13577
Bacteria_Firmicutes_Clostridia_Natranaerobiales_Natranaerobiaceae_Natranaerobius_thermophilus_JWNM_WN_LF

Bacteria_Firmicutes_Clostridia_Clostridiales_Syntrophomonadaceae_Dethiobacter_alkaliphilus_AHT_1_unfinished_sequence

Bacteria_Firmicutes_Clostridia_Clostridiales_unclassified_Clostridiales_Anaerocellum_group_Anaerocellum_thermophilum_DSM_6725
Bacteria_Firmicutes_Clostridia_Thermoanaerobacterales_Thermoanaerobacterales_Family_III._Incertae_Sedis_Caldanaerovirga_acetigignens_DSM_18802
Bacteria_Firmicutes_Clostridia_Thermoanaerobacterales_Thermoanaerobacterales_Family_III._Incertae_Sedis_Thermosediminibacter_oceani_DSM_16646

Bacteria_Firmicutes_Clostridia_Clostridiales_Caldicoprobacteraceae_Caldicoprobacter_oshimai_DSM_21659
Bacteria_Firmicutes_Clostridia_Clostridiales_Clostridiaceae_Thermobrachium_celere_JWYL_NZ35_DSM_8682
Bacteria_Firmicutes_Clostridia_Clostridiales_Clostridiaceae_Caloramator_australicus_RC3
Bacteria_Firmicutes_Clostridia_Clostridiales_Clostridiaceae_Fervidicella_Metallireducens_AeB

Bacteria_Firmicutes_Clostridia_Thermoanaerobacterales_Thermoanaerobacterales_Family_III._Incertae_Sedis_Thermoanaerobacterium_thermosaccharolyticum_M0795
Bacteria_Firmicutes_Clostridia_Thermoanaerobacterales_Thermoanaerobacteraceae_Caldanaerobacter_subterraneus_tengcongensis_MB4T
Bacteria_Firmicutes_Clostridia_Thermoanaerobacterales_Thermoanaerobacteraceae_Thermoanaerobacter_italicus_Ab9

Bacteria_Firmicutes_Clostridia_Clostridiales_Ruminococcaceae_Acetivibrio_cellulolyticus_CD2_DSM_1870_ORNL_annotation
Bacteria_Firmicutes_Clostridia_Clostridiales_Clostridiaceae_Clostridium_clariflavum_EBR_45_DSM_19732

Bacteria_Firmicutes_Clostridia_Clostridiales_Clostridiaceae_Clostridium_lentocellum_DSM_5427
Bacteria_Firmicutes_Clostridia_Clostridiales_unclassified_Clostridiales_Epulopiscium_sp._N.t._morphotype_B
Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae_Oribacterium_sp._NK2B42
Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae_Lachnospiraceae_bacterium_ACC2
Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae_Lachnospiraceae_bacterium_sp._ICM7
Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae_Johnsonella_ignava_ATCC_51276
Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Bacteroidia_Bacteroidales_Bacteroidaceae_Bacteroides_pectinophilus_ATCC_43243_unfinished_sequence
Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae_Lachnospira_multipara_LB2003

Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae_Dorea_longicatena_AGR2136
Bacteria_Firmicutes_Clostridia_Clostridiales_Clostridiaceae_Clostridium_nexile_DSM_1787_unfinished_sequence

Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae_Roseburia_hominis_A2_183_DSM_16839
Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae_Lachnobacterium_bovis_C6A12

Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae_Pseudobutyrivibrio_ruminis_HUN009
Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae_Butyrivibrio_fibrisolvens_164_draft_genome.

Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae_Shuttleworthia_satelles_DSM_14600_S_satelles_1.0.1_Cont0.3

Bacteria_Firmicutes_Clostridia_Clostridiales_Clostridiaceae_Clostridium_phytofermentans_ISDg
Bacteria_Firmicutes_Clostridia_Clostridiales_Ruminococcaceae_Ruminococcus_obeum_A2_162_draft_genome.
Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae_Marvinbryantia_Marvinbryantia_formatexigens_I_52_DSM_14469
Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae_Robinsoniella_sp._KNHs210

Bacteria_Firmicutes_Clostridia_Clostridiales_Lachnospiraceae_Anaerostipes_hadrus_comb._nov._VPI_82_52_DSM_3319

Bacteria_Firmicutes_Clostridia_Clostridiales_Clostridiaceae_Clostridiisalibacter_paucivorans_DSM_22131
Bacteria_Firmicutes_Clostridia_Clostridiales_Clostridiaceae_Clostridium_acidurici_9a_DSM_604
Bacteria_Firmicutes_Clostridia_Clostridiales_Clostridiaceae_Natronincola_peptidivorans_DSM_18979
Bacteria_Firmicutes_Clostridia_Clostridiales_Clostridiaceae_Alkaliphilus_oremlandii_OhILAs

Bacteria_Firmicutes_Clostridia_Clostridiales_Clostridiaceae_Tepidimicrobium_xylanilyticum_DSM_23310
Bacteria_Firmicutes_Clostridia_Clostridiales_Clostridiales_incertae_sedis_Clostridiales_Family_XI._Incertae_Sedis_Sedimentibacter_sp._B4
Bacteria_Firmicutes_Clostridia_Clostridiales_unclassified_Clostridiales_Proteiniborus_ethanoligenes_DSM_21650

Bacteria_Firmicutes_Clostridia_Clostridiales_Clostridiales_incertae_sedis_Clostridiales_Family_XI._Incertae_Sedis_Kallipyga_massiliensis_ph2
Bacteria_Firmicutes_Clostridia_Clostridiales_Clostridiales_incertae_sedis_Clostridiales_Family_XI._Incertae_Sedis_Helcococcus_sueciensis_DSM_17243
Bacteria_Firmicutes_Clostridia_Clostridiales_Peptostreptococcaceae_Peptostreptococcus_micros_ATCC_33270_unfinished_sequence
Bacteria_Firmicutes_Clostridia_Clostridiales_Clostridiales_incertae_sedis_Clostridiales_Family_XI._Incertae_Sedis_Anaerococcus_prevotii_DSM_20548
Bacteria_Firmicutes_Clostridia_Clostridiales_Clostridiales_incertae_sedis_Clostridiales_Family_XI._Incertae_Sedis_Finegoldia_magna_ATCC_29328

Bacteria_Firmicutes_Clostridia_Clostridiales_Clostridiales_incertae_sedis_Clostridiales_Family_XI._Incertae_Sedis_Peptoniphilus_harei_ACS_146_V_Sch2b_contig00003

Bacteria_Firmicutes_Clostridia_Clostridiales_Clostridiales_incertae_sedis_Clostridiales_Family_XIII._Incertae_Sedis_Mogibacterium_timidum_ATCC_33093
Bacteria_Firmicutes_Clostridia_Clostridiales_Clostridiales_incertae_sedis_Clostridiales_Family_XIII._Incertae_Sedis_Anaerovorax_odorimutans_DSM_5092

Bacteria_Firmicutes_Clostridia_Clostridiales_Clostridiaceae_Clostridium_difficile_CF5
Bacteria_Firmicutes_Clostridia_Clostridiales_Clostridiaceae_Clostridium_glycolicum_DSM_1288
Bacteria_Firmicutes_Clostridia_Clostridiales_Clostridiaceae_Clostridium_bartlettii_DSM_16795_unfinished_sequence

Bacteria_Firmicutes_Clostridia_Clostridiales_Peptostreptococcaceae_Peptostreptococcus_anaerobius_VPI_4330

Bacteria_Firmicutes_Clostridia_Clostridiales_unclassified_Clostridiales_Proteocatella_sphenisci_DSM_23131
Bacteria_Firmicutes_Clostridia_Clostridiales_Peptostreptococcaceae_Filifactor_alocis_ATCC_35896

Bacteria_Firmicutes_Clostridia_Clostridiales_Eubacteriaceae_Eubacterium_sp._AS15

Bacteria_Firmicutes_Clostridia_Clostridiales_Clostridiales_incertae_sedis_Clostridiales_Family_XII._Incertae_Sedis_Acidaminobacter_hydrogenoformans_DSM_2784

Bacteria_Firmicutes_Clostridia_Clostridiales_Eubacteriaceae_Acetobacterium_woodii_WB1_DSM_1030
Bacteria_Firmicutes_Clostridia_Clostridiales_Eubacteriaceae_Pseudoramibacter_alactolyticus_ATCC_23263_contig00019
Bacteria_Firmicutes_Clostridia_Clostridiales_Eubacteriaceae_Eubacterium_limosum_KIST612

Bacteria_Firmicutes_Clostridia_Clostridiales_Eubacteriaceae_Anaerofustis_stercorihominis_DSM_17244_unfinished_sequence

Bacteria_Firmicutes_Clostridia_Clostridiales_Clostridiaceae_Clostridium_acetobutylicum_EA_2018
Bacteria_Firmicutes_Clostridia_Clostridiales_Clostridiaceae_Youngiibacter_fragile_232.1
Bacteria_Firmicutes_Clostridia_Clostridiales_Clostridiaceae_Proteiniclasticum_ruminis_DSM_24773

Bacteria_Firmicutes_Clostridia_Clostridiales_Ruminococcaceae_Subdoligranulum_sp._4_3_54A2FAA
Bacteria_Firmicutes_Clostridia_Clostridiales_Ruminococcaceae_Faecalibacterium_prausnitzii_L26_draft_genome.
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Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Flavobacteriia_Flavobacteriales_Flavobacteriaceae_Chryseobacterium_gregarium_DSM_19109
Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Flavobacteriia_Flavobacteriales_Flavobacteriaceae_Epilithonimonas_tenax_DSM_16811
Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Flavobacteriia_Flavobacteriales_Flavobacteriaceae_Elizabethkingia_anophelis_NUH6
Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Flavobacteriia_Flavobacteriales_Flavobacteriaceae_Bergeyella_zoohelcum_CCUG_30536

Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Flavobacteriia_Flavobacteriales_Flavobacteriaceae_Ornithobacterium_rhinotracheale_DSM_15997

Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Flavobacteriia_Flavobacteriales_Flavobacteriaceae_Lutibacter_sp._Hel_I_33_5
Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Flavobacteriia_Flavobacteriales_Flavobacteriaceae_Tenacibaculum_ovolyticum_DSM_18103

Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Flavobacteriia_Flavobacteriales_Flavobacteriaceae_Lacinutrix_sp._5H_3_7_4
Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Flavobacteriia_Flavobacteriales_Flavobacteriaceae_Flavobacteriaceae_bacterium_P7_3_5
Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Flavobacteriia_Flavobacteriales_Flavobacteriaceae_Formosa_agariphila_KMM_3901
Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Flavobacteriia_Flavobacteriales_Flavobacteriaceae_Gaetbulibacter_saemankumensis_DSM_17032
Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Flavobacteriia_Flavobacteriales_Flavobacteriaceae_Mesoflavibacter_zeaxanthinifaciens_DSM_18436
Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Flavobacteriia_Flavobacteriales_Flavobacteriaceae_Olleya_sp._Hel_I_94

Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Flavobacteriia_Flavobacteriales_Flavobacteriaceae_Bizionia_argentinensis_JUB59_DSM_19628
Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Flavobacteriia_Flavobacteriales_Flavobacteriaceae_Gelidibacter_mesophilus_DSM_14095
Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Flavobacteriia_Flavobacteriales_Flavobacteriaceae_Polaribacter_sp._MED152

Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Flavobacteriia_Flavobacteriales_Flavobacteriaceae_Sediminibacter_sp._Hel_I_10
Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Flavobacteriia_Flavobacteriales_Flavobacteriaceae_Winogradskyella_psychrotolerans_RS_3

Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Flavobacteriia_Flavobacteriales_Flavobacteriaceae_Psychroflexus_gondwanensis_ACAM_44
Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Flavobacteriia_Flavobacteriales_Flavobacteriaceae_Leeuwenhoekiella_blandensis_MED217

Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Flavobacteriia_Flavobacteriales_Flavobacteriaceae_Arenibacter_certesii_DSM_19833
Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Flavobacteriia_Flavobacteriales_Flavobacteriaceae_Zobellia_uliginosa_MAR_2009_138
Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Flavobacteriia_Flavobacteriales_Flavobacteriales_bacterium_HTCC2170

Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Flavobacteriia_Flavobacteriales_Flavobacteriaceae_Muricauda_ruestringensis_B1_DSM_13258
Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Flavobacteriia_Flavobacteriales_Flavobacteriaceae_Robiginitalea_biformata_HTCC2501

Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Flavobacteriia_Flavobacteriales_Flavobacteriaceae_Eudoraea_adriatica_DSM_19308
Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Flavobacteriia_Flavobacteriales_Flavobacteriaceae_Cellulophaga_lytica_HI1

Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Flavobacteriia_Flavobacteriales_Flavobacteriaceae_Flavobacterium_psychrophilum_JIP0286
Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Flavobacteriia_Flavobacteriales_Flavobacteriaceae_Myroides_odoratimimus_CCUG_12700

Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Flavobacteriia_Flavobacteriales_Flavobacteriaceae_Capnocytophaga_ochracea_DSM_7271
Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Flavobacteriia_Flavobacteriales_Flavobacteriaceae_Imtechella_halotolerans_K1

Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Flavobacteriia_Flavobacteriales_Flavobacteriaceae_Sinomicrobium_oceani_CGMCC_1.12145
Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Flavobacteriia_Flavobacteriales_Flavobacteriaceae_Aequorivita_sublithincola_QSSC9_3_DSM_14238

Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Flavobacteriia_Flavobacteriales_Flavobacteriaceae_Zhouia_amylolytica_AD3

Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Flavobacteriia_Flavobacteriales_Flavobacteriaceae_Kordia_algicida_OT_1_unfinished_sequence
Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Flavobacteriia_Flavobacteriales_Flavobacteriaceae_Galbibacter_sp._ck_I2_15

Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Flavobacteriia_Flavobacteriales_Flavobacteriaceae_Joostella_marina_En5_DSM_19592

Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Flavobacteriia_Flavobacteriales_Flavobacteriaceae_Gramella_forsetii_KT0803
Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Flavobacteriia_Flavobacteriales_Flavobacteriaceae_Zunongwangia_profunda_SM_A87
Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Flavobacteriia_Flavobacteriales_Flavobacteriaceae_Croceibacter_atlanticus_HTCC2559
Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Flavobacteriia_Flavobacteriales_Flavobacteriaceae_Mesonia_mobilis_DSM_19841
Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Flavobacteriia_Flavobacteriales_Flavobacteriaceae_Donghaeana_dokdonensis_DSW_6
Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Flavobacteriia_Flavobacteriales_Flavobacteriaceae_Krokinobacter_sp._4H_3_7_5

Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Flavobacteriia_Flavobacteriales_Flavobacteriaceae_Aquimarina_megaterium_XH134
Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Flavobacteriia_Flavobacteriales_Flavobacteriaceae_Gillisia_sp._CAL575

Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Flavobacteriia_Flavobacteriales_Flavobacteriaceae_Salinimicrobium_xinjiangense_DSM_19287
Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Flavobacteriia_Flavobacteriales_Flavobacteriaceae_Salegentibacter_sp._Hel_I_6

Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Bacteroidetes_Order_III._Incertae_sedis_Thermonema_rossianum_DSM_10300
Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Cytophagia_Cytophagales_Cyclobacteriaceae_Echinicola_vietnamensis_KMM_6221_DSM_17526

Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Cytophagia_Cytophagales_Cyclobacteriaceae_Belliella_baltica_BA134_DSM_15883
Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Cytophagia_Cytophagales_Cyclobacteriaceae_Cecembia_lonarensis_LW9
Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Cytophagia_Cytophagales_Cyclobacteriaceae_Indibacter_alkaliphilus_LW1_Draft1
Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Cytophagia_Cytophagales_Cyclobacteriaceae_Aquiflexum_balticum_BA160_DSM_16537

Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Cytophagia_Cytophagales_Cyclobacteriaceae_Nitritalea_halalkaliphila_LW7_Draft1
Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Cytophagia_Cytophagales_Cyclobacteriaceae_Algoriphagus_sp._PR1_unfinished_sequence

Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Cytophagia_Cytophagales_Cyclobacteriaceae_Mariniradius_saccharolyticus_AK6

Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Cytophagia_Cytophagales_Cytophagaceae_Rhodonellum_psychrophilum_DSM_17998
Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Cytophagia_Cytophagales_Cytophagaceae_Anditalea_andensis_LY1
Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Cytophagia_Cytophagales_Cyclobacteriaceae_Cyclobacterium_marinum_DSM_745

Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Cytophagia_Cytophagales_Cytophagaceae_Dyadobacter_fermentans_DSM_18053
Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Cytophagia_Cytophagales_Cytophagaceae_Runella_slithyformis_LSU4_DSM_19594
Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Cytophagia_Cytophagales_Cytophagaceae_Rudanella_lutea_DSM_19387
Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Cytophagia_Cytophagales_Cytophagaceae_Fibrella_aestuarina
Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Cytophagia_Cytophagales_Cytophagaceae_Fibrisoma_limi_BUZ_3
Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Cytophagia_Cytophagales_Cytophagaceae_Spirosoma_linguale_DSM_74

Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Cytophagia_Cytophagales_Cytophagaceae_Flectobacillus_major_VKMB_859_DSM_103
Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Cytophagia_Cytophagales_Cytophagaceae_Leadbetterella_byssophila_DSM_17132
Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Cytophagia_Cytophagales_Cytophagaceae_Emticicia_oligotrophica_GPTSA100_15_DSM_17448

Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Cytophagia_Cytophagales_Cytophagaceae_Cytophaga_hutchinsonii_ATCC_33406
Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Cytophagia_Cytophagales_Cytophagaceae_Sporocytophaga_myxococcoides_DSM_11118

Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Cytophagia_Cytophagales_Flammeovirgaceae_Fulvivirga_imtechensis_AK7
Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Cytophagia_Cytophagales_Flammeovirgaceae_Cesiribacter_andamanensis_AMV16
Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Cytophagia_Cytophagales_Flammeovirgaceae_Marivirga_tractuosa_DSM_4126
Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Cytophagia_Cytophagales_Flammeovirgaceae_Nafulsella_turpanensis_ZLM_10

Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Cytophagia_Cytophagales_Amoebophilaceae_Candidatus_Amoebophilus_asiaticus_5a2
Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Cytophagia_Cytophagales_Flammeovirgaceae_Flexithrix_dorotheae_DSM_6795

Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Cytophagia_Cytophagales_Cytophagaceae_Microscilla_marina_ATCC_23134_unfinished_sequence

Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Cytophagia_Cytophagales_Cytophagaceae_Hymenobacter_sp._APR13
Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Cytophagia_Cytophagales_Cytophagaceae_Adhaeribacter_aquaticus_MBRG1.5_DSM_16391
Bacteria_BacteroidetesChlorobi_group_Bacteroidetes_Cytophagia_Cytophagales_Cytophagaceae_Pontibacter_roseus_DSM_17521

Bacteria_Caldithrix_RBG_13_Caldithrix_44_9

Bacteria_Marine_group_A_SAR406_SAR406_cluster_bacterium_JGI_0000113_D11
Bacteria_Marine_group_A_SAR406_SAR406_cluster_bacterium_SCGC_AAA298_D23
Bacteria_Marine_group_A_SAR406_SAR406_cluster_bacterium_SCGC_AAA076_M08
Bacteria_Marine_group_A_SAR406_SAR406_cluster_bacterium_JGI_0000113_G11

Bacteria_CP_TG3_candidate_division_TG3_bacterium_ACht1
Bacteria_Marine_group_A_SAR406_SAR406_cluster_bacterium_sp._SCGC_AAA003_E22_Tropical_gyre_001_268

Bacteria_Deferribacteres_Deferribacteres_Deferribacterales_CG_Deferri_01

Bacteria_Marine_group_A_SAR406_SAR406_cluster_bacterium_SCGC_AAA257_N23_Etoliko_001_146
Bacteria_Marine_group_A_SAR406_SAR406_cluster_bacterium_JGI_0000039_E15_TAsludge_001_150

Bacteria_Marine_group_A_SAR406_SAR406_cluster_bacterium_JGI_0000039_D08_Combined_Assembly_SAR406_1__SAR406
Bacteria_Marine_group_A_SAR406_SAR406_cluster_bacterium_JGI_0000059_L03_TAbiofilm_001_169

Bacteria_Marine_group_A_SAR406_SAR406_cluster_bacterium_JGI_0000039_D08_TAsludge_001_149

Bacteria_KSB1_uncultured_SMTZ_57

Bacteria_KSB1_uncultured_SMTZ_31
Bacteria_Caldithrix_RBG_16_Caldithrix_48_16

Bacteria_Zixibacteria_uncultured_SMTZ_81

Bacteria_CP_WS3_candidate_division_WS3_bacterium_SCGC_AAA252_E07_SAK_001_42
Bacteria_CP_WS3_candidate_division_WS3_bacterium_SCGC_AAA252_D10_SAK_001_39

Bacteria_RIFCSPLOWO2_12_FULL_PLX_64_10

Bacteria_CP_Zixibacteria_RBG1

Bacteria_Zixibacteria_uncultured_SMTZ_73
Bacteria_Zixibacteria_uncultured_SMTZ1_73

Bacteria_Zixibacteria_uncultured_SMTZ_73_3

Bacteria_Zixibacteria_RBG_16_Zixibacteria_50_21
Bacteria_Zixibacteria_uncultured_DG_27
Bacteria_Zixibacteria_RBG_16_Zixibacteria_53_22

Bacteria_Zixibacteria_uncultured_SMTZ_73_2
Bacteria_Zixibacteria_RBG_16_Zixibacteria_43_9

Bacteria_TA06_uncultured_SMTZ_40
Bacteria_TA06_uncultured_SMTZ1_40

Bacteria_TA06_uncultured_DG_24

Bacteria_WOR_3_uncultured_SMTZ_60
Bacteria_WOR−3_RBG_13_WOR_3_43_14
Bacteria_WOR_3_uncultured_SMTZ_42

Bacteria_Gemmatimonadetes_Gemmatimonadetes_Gemmatimonadetes_bacterium_SCGC_AB_629_I08
Bacteria_Gemmatimonadetes_Gemmatimonadetes_Gemmatimonadetes_bacterium_SCGC_AAA007_O21

Bacteria_Gemmatiomonas_uncultured_SG8_23
Bacteria_Gemmatimonadetes_Gemmatimonadetes_Gemmatimonadetes_bacterium_SCGC_AAA003_K10

Bacteria_Gemmatiomonas_uncultured_SMTZ_52
Bacteria_Gemmatiomonas_uncultured_SG8_38_2
Bacteria_Gemmatimonadetes_Gemmatimonadetes_Gemmatimonadetes_bacterium_KBS708
Bacteria_Gemmatimonadetes_Gemmatimonadetes_Gemmatimonadales_Gemmatimonadaceae_Gemmatimonas_aurantiaca_T_27
Bacteria_Gemmatimonadetes_Gemmatimonadetes_Gemmatimonadales_Gemmatimonadaceae_Gemmatimonas_sp._AP64
Bacteria_Gemmatimonadetes_GWC2_Gemmatimonadetes_71_10
Bacteria_Gemmatimonadetes_RIFCSPLOWO2_02_FULL_Gemmatimonadetes_71_11
Bacteria_Gemmatimonadetes_RIFCSPLOWO2_12_FULL_Gemmatimonadetes_68_9
Bacteria_Gemmatiomonas_uncultured_SG8_28
Bacteria_Gemmatiomonas_uncultured_SG8_17
Bacteria_Gemmatimonadetes_RBG_16_Gemmatimonadetes_66_8

Bacteria_RIF5_RIFCSPLOWO2_12_FULL_RIF05_58_11

Bacteria_TA06_RIFOXYC12_FULL_TA06_54_24

Bacteria_FibrobacteresAcidobacteria_group_Fibrobacteres_Fibrobacteria_Fibrobacterales_Fibrobacteraceae_Fibrobacter_succinogenes_subsp._succinogenes_S85
Bacteria_FibrobacteresAcidobacteria_group_Fibrobacteres_Fibrobacteria_Fibrobacterales_Fibrobacteraceae_Fibrobacter_succinogenes_elongatus_HM2

Bacteria_FibrobacteresAcidobacteria_Fibrobacteres_Fibrobacteria_Fibrobacterales_CG_Fibrob_01
Bacteria_RIF7_RIFOXYB2_FULL_RIF07_49_35

Bacteria_WS3_uncultured_DG_63
Bacteria_RIF−WS3X_RBG_16_RIF_WS3X_71_46

Bacteria_OP9X_GWC2_OP9X_49_35

Bacteria_Fusobacteria_Fusobacteriia_Fusobacteriales_Fusobacteriaceae_Fusobacterium_nucleatum_nucleatum_ATCC_25586
Bacteria_Fusobacteria_Fusobacteriia_Fusobacteriales_Fusobacteriaceae_Cetobacterium_sp._ZWU0022
Bacteria_Fusobacteria_Fusobacteriia_Fusobacteriales_Fusobacteriaceae_Cetobacterium_somerae_ATCC_BAA_474
Bacteria_Fusobacteria_Fusobacteriia_Fusobacteriales_Fusobacteriaceae_Psychrilyobacter_atlanticus_DSM_19335
Bacteria_Fusobacteria_Fusobacteriia_Fusobacteriales_Fusobacteriaceae_Ilyobacter_polytropus_DSM_2926

Bacteria_Fusobacteria_Fusobacteriia_Fusobacteriales_Leptotrichiaceae_Sebaldella_termitidis_ATCC_33386
Bacteria_Fusobacteria_Fusobacteriia_Fusobacteriales_Leptotrichiaceae_Leptotrichia_goodfellowii_F0264_contig00021
Bacteria_Fusobacteria_Fusobacteriia_Fusobacteriales_Leptotrichiaceae_Streptobacillus_moniliformis_DSM_12112

Bacteria_Kazan_RIFCSPLOWO2_01_FULL_KAZAN_45_19
Bacteria_CPR_Kazan_GWA1_Kazan_50_15_complete
Bacteria_CPR_Kazan_GWA1_Kazan_rel_44_22_partial
Bacteria_Kazan_RBG_13_KAZAN_50_9
Bacteria_Kazan_RIFCSPLOWO2_01_FULL_KAZAN_48_13

Bacteria_CPR_ParcubacteriaOD1_L1_Parcubacteria_bacterium_SCGC_AAA011_A09_DUSEL_001_189
Y5_Bin.72
Bacteria_CG_CPR_16_CG_CPR16_01

Bacteria_CPR_ParcubacteriaOD1_GWA2_OD1_31_28_partial

Bacteria_Parcubacteria_OD1_RIFCSPLOWO2_01_FULL_OD1_46_25
Bacteria_Parcubacteria_OD1_RBG_16_OD1_47_10

Bacteria_Parcubacteria_OD1_RIF−OD1−5_RIFCSPHIGHO2_02_FULL_RIF_OD1_05_43_15b

Bacteria_Parcubacteria_OD1_Yanofskybacteria_RIFCSPHIGHO2_12_FULL_OD1_Yanofskybacteria_45_19b
Bacteria_Parcubacteria_OD1_Yanofskybacteria_RIFCSPLOWO2_02_FULL_OD1_Yanofskybacteria_43_10b
Y2_Bin.44
Bacteria_Parcubacteria_OD1_RIFCSPHIGHO2_01_FULL_OD1_40_30
Y2_Bin.2

Bacteria_Parcubacteria_OD1_Yanofskybacteria_RIFCSPHIGHO2_02_FULL_OD1_Yanofskybacteria_43_22
Bacteria_Parcubacteria_OD1_Yanofskybacteria_RIFCSPLOWO2_01_FULL_OD1_Yanofskybacteria_42_49
Bacteria_Parcubacteria_OD1_Yanofskybacteria_RIFCSPHIGHO2_01_FULL_OD1_Yanofskybacteria_43_42

Bacteria_Parcubacteria_OD1_Yanofskybacteria_RIFCSPLOWO2_02_FULL_OD1_Yanofskybacteria_45_18

Bacteria_Parcubacteria_OD1_Yanofskybacteria_RIFCSPHIGHO2_02_FULL_OD1_Yanofskybacteria_41_11
Bacteria_Parcubacteria_OD1_Yanofskybacteria_RIFCSPHIGHO2_01_FULL_OD1_Yanofskybacteria_44_22

Bacteria_CPR_ParcubacteriaOD1_Yanofskybacteria_GWC2_OD1_41_9
Bacteria_Parcubacteria_OD1_Yanofskybacteria_RIFCSPLOWO2_01_FULL_OD1_Yanofskybacteria_44_88

Bacteria_CPR_ParcubacteriaOD1_Yanofskybacteria_GWF1_OD1_44_227
Bacteria_CPR_ParcubacteriaOD1_Yanofskybacteria_GWD1_OD1_39_16_partial

Bacteria_Parcubacteria_OD1_Yanofskybacteria_RIFCSPHIGHO2_02_FULL_OD1_Yanofskybacteria_50_12
Bacteria_Parcubacteria_OD1_Yanofskybacteria_RIFCSPHIGHO2_01_FULL_OD1_Yanofskybacteria_41_21
Bacteria_Parcubacteria_OD1_Yanofskybacteria_RIFCSPHIGHO2_01_FULL_OD1_Yanofskybacteria_48_25b

Bacteria_Parcubacteria_OD1_Yanofskybacteria_RIFCSPLOWO2_02_FULL_OD1_Yanofskybacteria_47_9b
Bacteria_Parcubacteria_OD1_Yanofskybacteria_RIFCSPLOWO2_01_FULL_OD1_Yanofskybacteria_49_17

Bacteria_Parcubacteria_OD1_Yanofskybacteria_RIFCSPHIGHO2_01_FULL_OD1_Yanofskybacteria_44_24
Bacteria_Parcubacteria_OD1_Yanofskybacteria_RIFCSPHIGHO2_02_FULL_OD1_Yanofskybacteria_39_10
Bacteria_Parcubacteria_OD1_Yanofskybacteria_RIFCSPHIGHO2_02_FULL_OD1_Yanofskybacteria_38_22b
Bacteria_Parcubacteria_OD1_Yanofskybacteria_RIFCSPHIGHO2_01_FULL_OD1_Yanofskybacteria_39_8b
Bacteria_Parcubacteria_OD1_Yanofskybacteria_RIFCSPHIGHO2_02_FULL_OD1_Yanofskybacteria_41_29

Bacteria_CPR_ParcubacteriaOD1_Yanofskybacteria_GWA1_OD1_39_13_partial
Bacteria_Parcubacteria_OD1_Yanofskybacteria_RIFCSPHIGHO2_01_FULL_OD1_Yanofskybacteria_43_32
Bacteria_Parcubacteria_OD1_Yanofskybacteria_RIFCSPLOWO2_01_FULL_OD1_Yanofskybacteria_41_34

Y1_Bin.17
Bacteria_Parcubacteria_OD1_Yanofskybacteria_RIFCSPLOWO2_01_FULL_OD1_Yanofskybacteria_49_25
Bacteria_Parcubacteria_OD1_Yanofskybacteria_RIFCSPHIGHO2_01_FULL_OD1_Yanofskybacteria_44_17

Bacteria_CPR_ParcubacteriaOD1_GWD1_OD1_38_16
Bacteria_Parcubacteria_OD1_CG_CPR_08_CG_CPR08_01
Bacteria_CPR_ParcubacteriaOD1_GWB1_OD1_rel_46_8
Bacteria_Parcubacteria_OD1_RIFOXYD1_FULL_OD1_41_16
Bacteria_CPR_ParcubacteriaOD1_GWB1_OD1_rel_45_10

Bacteria_Parcubacteria_OD1_Jorgensenbacteria_RIFCSPLOWO2_12_FULL_OD1_Jorgensenbacteria_42_11

Bacteria_Parcubacteria_OD1_GWA1_OD1_49_17
Bacteria_CPR_ParcubacteriaOD1_Jorgensenbacteria_GWB1_OD1_50_10

Bacteria_Parcubacteria_OD1_Jorgensenbacteria_RIFCSPHIGHO2_02_FULL_OD1_Jorgensenbacteria_45_20
Bacteria_CPR_ParcubacteriaOD1_Jorgensenbacteria_GWA2_OD1_45_13

Bacteria_Parcubacteria_OD1_Jorgensenbacteria_RIFCSPLOWO2_01_FULL_OD1_Jorgensenbacteria_45_25b
Bacteria_Parcubacteria_OD1_Jorgensenbacteria_GWA1_OD1_Jorgensenbacteria_54_12

Bacteria_CPR_ParcubacteriaOD1_Jorgensenbacteria_GWB1_OD1_49_9
Y5_Bin.41

Bacteria_Parcubacteria_OD1_RIFCSPLOWO2_12_FULL_OD1_60_15
Bacteria_Parcubacteria_OD1_RIFOXYD1_FULL_OD1_36_11

Bacteria_Parcubacteria_OD1_RIFCSPLOWO2_01_FULL_OD1_40_28

Bacteria_Parcubacteria_OD1_RIFCSPLOWO2_02_FULL_OD1_45_11
Bacteria_CPR_ParcubacteriaOD1_GWA1_OD1_47_11
Bacteria_Parcubacteria_OD1_RBG_13_OD1_48_8

Bacteria_Parcubacteria_OD1_RIFCSPLOWO2_01_FULL_OD1_48_10

Bacteria_Parcubacteria_OD1_CG_CPR_07_CG_CPR07_01
Bacteria_Parcubacteria_OD1_RIFCSPHIGHO2_12_FULL_OD1_43_12

Bacteria_Parcubacteria_OD1_Wolfebacteria_GWA1_OD1_Wolfebacteria_42_9
Bacteria_Parcubacteria_OD1_Wolfebacteria_RIFCSPLOWO2_01_FULL_OD1_Wolfebacteria_47_17b
Bacteria_CPR_ParcubacteriaOD1_Wolfebacteria_GWE2_OD1_ACD81_44_13
Bacteria_CPR_ParcubacteriaOD1_Wolfebacteria_GWA2_OD1_ACD81_47_9
Bacteria_Parcubacteria_OD1_Wolfebacteria_RIFOXYB1_FULL_OD1_Wolfebacteria_54_12

Bacteria_Parcubacteria_OD1_Wolfebacteria_CG_Wolfe_01
Bacteria_Parcubacteria_OD1_Wolfebacteria_RBG_13_OD1_Wolfebacteria_41_7
Bacteria_Parcubacteria_OD1_Wolfebacteria_RIFCSPLOWO2_01_FULL_OD1_Wolfebacteria_38_11
Bacteria_CPR_ParcubacteriaOD1_Wolfebacteria_GWB1_OD1_41_12

Bacteria_Parcubacteria_OD1_Wolfebacteria_RIFCSPLOWO2_02_FULL_OD1_Wolfebacteria_41_13b
Y2_Bin.3
Y2_Bin.19_2
Y2_Bin.19
Bacteria_Parcubacteria_OD1_Wolfebacteria_RIFCSPHIGHO2_12_FULL_OD1_Wolfebacteria_48_16

Bacteria_Parcubacteria_OD1_Wolfebacteria_RIFCSPLOWO2_01_FULL_OD1_Wolfebacteria_44_18
Bacteria_Parcubacteria_OD1_RIFCSPHIGHO2_12_FULL_OD1_44_17

X4_Bin.26
X2_Bin.26

Bacteria_Parcubacteria_OD1_Wolfebacteria_RIFCSPHIGHO2_02_FULL_OD1_Wolfebacteria_42_16
Bacteria_Parcubacteria_OD1_Wolfebacteria_RIFCSPLOWO2_02_FULL_OD1_Wolfebacteria_45_10c

Y2_Bin.20
Bacteria_Parcubacteria_OD1_GWB1_OD1_49_6

Bacteria_Parcubacteria_OD1_RIFCSPLOWO2_01_FULL_OD1_45_15

Bacteria_Parcubacteria_OD1_RIFCSPLOWO2_01_FULL_OD1_56_20
Bacteria_Parcubacteria_OD1_RIFCSPLOWO2_01_FULL_OD1_53_13
Bacteria_CPR_ParcubacteriaOD1_GWA1_OD1_59_11

Bacteria_Parcubacteria_OD1_RIFCSPHIGHO2_01_FULL_OD1_57_28
Y5_Bin.15

Bacteria_Parcubacteria_OD1_RIFCSPLOWO2_01_FULL_OD1_52_25

Bacteria_CPR_ParcubacteriaOD1_GWB1_OD1_45_9

Bacteria_Parcubacteria_OD1_RIFCSPLOWO2_01_FULL_OD1_48_18

Bacteria_Parcubacteria_OD1_RIF−OD1−7_RIFCSPHIGHO2_02_FULL_RIF_OD1_07_45_25
Bacteria_Parcubacteria_OD1_RIF−OD1−7_RIFCSPHIGHO2_01_FULL_RIF_OD1_07_48_27b
Bacteria_CPR_ParcubacteriaOD1_GWB1_OD1_49_12

Y4_Bin.39
X1_Bin.21

X3_Bin.47

Bacteria_Parcubacteria_OD1_RIF−OD1−7_RIFCSPHIGHO2_02_FULL_RIF_OD1_07_48_16
Bacteria_Parcubacteria_OD1_RIF−OD1−7_RIFCSPLOWO2_01_FULL_RIF_OD1_07_48_16

Bacteria_Parcubacteria_OD1_RIF−OD1−7_RIFCSPHIGHO2_01_FULL_RIF_OD1_07_49_22b
Bacteria_Parcubacteria_OD1_RIF−OD1−7_RIFCSPHIGHO2_02_FULL_RIF_OD1_07_47_12

Bacteria_Parcubacteria_OD1_RIF−OD1−7_RBG_13_RIF_OD1_07_36_15
Bacteria_CPR_ParcubacteriaOD1_GWA1_OD1_36_12
Bacteria_Parcubacteria_OD1_RIF−OD1−7_RIFCSPHIGHO2_12_FULL_RIF_OD1_07_40_12
Bacteria_Parcubacteria_OD1_RIF−OD1−7_RBG_13_RIF_OD1_07_38_11
Bacteria_Parcubacteria_OD1_RIF−OD1−7_RBG_13_RIF_OD1_07_37_56
Bacteria_Parcubacteria_OD1_RIF−OD1−7_RIFOXYB1_FULL_RIF_OD1_07_40_15
Bacteria_OD1_uncultured_DG_72

Bacteria_CPR_ParcubacteriaOD1_GWA2_OD1_38_27

Bacteria_Parcubacteria_OD1_CG_CPR_03_CG_CPR03_01
Bacteria_Parcubacteria_OD1_CG_CPR_03_CG_CPR03_02
Bacteria_Parcubacteria_OD1_CG_CPR_03_CG_CPR03_03
Bacteria_Parcubacteria_OD1_RIF−OD1−6_RIFCSPLOWO2_01_FULL_RIF_OD1_06_38_12b
Bacteria_Parcubacteria_OD1_RIF−OD1−6_RIFCSPHIGHO2_02_FULL_RIF_OD1_06_42_22

Bacteria_CPR_ParcubacteriaOD1_GWA2_OD1_37_10
Y1_Bin.1
Bacteria_Parcubacteria_OD1_RIF−OD1−6_RIFOXYD1_FULL_RIF_OD1_06_32_13
Bacteria_Parcubacteria_OD1_RIF−OD1−6_RIFOXYB1_FULL_RIF_OD1_06_37_44
Bacteria_Parcubacteria_OD1_RIF−OD1−6_RIFOXYC1_FULL_RIF_OD1_06_38_18
Bacteria_Parcubacteria_OD1_RIF−OD1−6_RIFOXYB1_FULL_RIF_OD1_06_38_37
Bacteria_Parcubacteria_OD1_RIF−OD1−6_RIFCSPLOWO2_01_FULL_RIF_OD1_06_37_25b
Bacteria_Parcubacteria_OD1_RIF−OD1−6_RIFCSPHIGHO2_02_FULL_RIF_OD1_06_34_10

Bacteria_Parcubacteria_OD1_RIF−OD1−6_RIFCSPHIGHO2_02_FULL_RIF_OD1_06_34_9
Bacteria_Parcubacteria_OD1_RIF−OD1−6_RIFCSPLOWO2_01_FULL_RIF_OD1_06_33_13
Bacteria_Parcubacteria_OD1_RIF−OD1−6_RIFCSPLOWO2_01_FULL_RIF_OD1_06_43_17b

Bacteria_Parcubacteria_OD1_RIF−OD1−6_RIFCSPHIGHO2_01_FULL_RIF_OD1_06_39_25
Bacteria_Parcubacteria_OD1_RIF−OD1−6_RIFCSPHIGHO2_12_FULL_RIF_OD1_06_38_11

Bacteria_Parcubacteria_OD1_RIF−OD1−6_RIFCSPLOWO2_01_FULL_RIF_OD1_06_33_9

Bacteria_Parcubacteria_OD1_RIF−OD1−7_GWA2_RIF_OD1_07_46_15

Bacteria_CPR_ParcubacteriaOD1_L1_Parcubacteria_bacterium_SCGC_AAA255_P19_SAK_001_138
Bacteria_Parcubacteria_OD1_CG_CPR_10_CG_CPR10_03

Bacteria_Parcubacteria_OD1_RIF−OD1−7_RIFCSPLOWO2_01_FULL_RIF_OD1_07_41_9
Bacteria_OD1_uncultured_DG_74_1
Bacteria_Parcubacteria_OD1_CG_CPR_10_CG_CPR10_02

Bacteria_OD1_uncultured_DG_74_3
Bacteria_Parcubacteria_OD1_CG_CPR_10_CG_CPR10_01

Bacteria_Parcubacteria_OD1_RIF−OD1−7_RBG_13_RIF_OD1_07_42_11
Y2_Bin.30

Bacteria_Parcubacteria_OD1_RIF−OD1−7_RIFCSPLOWO2_01_FULL_RIF_OD107_43_32
Bacteria_SM2F11_RIFCSPHIGHO2_02_FULL_SM2F11_43_13
Bacteria_CPR_ParcubacteriaOD1_GWF2_OD1_rel_43_11_partial

Bacteria_Parcubacteria_OD1_RIF−OD1−7_RIFCSPHIGHO2_01_FULL_RIF_OD1_07_47_27

Bacteria_Parcubacteria_OD1_RIF−OD1−13_RIFCSPHIGHO2_02_FULL_RIF_OD1_13_49_20
Bacteria_Parcubacteria_OD1_RIF−OD1−13_RIFCSPHIGHO2_02_FULL_RIF_OD1_13_49_12
Bacteria_CPR_ParcubacteriaOD1_GWC2_OD1_52_8_partial
Bacteria_Parcubacteria_OD1_RIF−OD1−13_RIFCSPLOWO2_01_FULL_RIF_OD1_13_59_16
Bacteria_Parcubacteria_OD1_RIF−OD1−13_RIFCSPLOWO2_01_FULL_RIF_OD1_13_60_25
Bacteria_Parcubacteria_OD1_RIF−OD1−13_RIFCSPLOWO2_02_FULL_RIF_OD1_13_51_17
Bacteria_Parcubacteria_OD1_RIF−OD1−13_RIFCSPLOWO2_12_FULL_RIF_OD1_13_41_11
Bacteria_Parcubacteria_OD1_RIF−OD1−13_RIFCSPLOWO2_01_FULL_RIF_OD1_13_47_10

Y2_Bin.33

X1_Bin.36
Bacteria_Parcubacteria_OD1_RIF−OD1−13_RIFCSPHIGHO2_02_FULL_RIF_OD1_13_53_17

Bacteria_Parcubacteria_OD1_RIF−OD1−13_RIFCSPHIGHO2_02_FULL_RIF_OD1_13_52_23

Bacteria_Parcubacteria_OD1_RIF−OD1−13_RIFCSPHIGHO2_01_FULL_RIF_OD1_13_50_25
Bacteria_Parcubacteria_OD1_RIF−OD1−13_GWC2_RIF_OD1_13_49_10

Bacteria_CPR_ParcubacteriaOD1_GWA2_OD1_45_30
Y2_Bin.66

Bacteria_Parcubacteria_OD1_RIF−OD1−13_RIFCSPHIGHO2_02_FULL_RIF_OD1_13_47_11

Bacteria_Parcubacteria_OD1_RIFCSPLOWO2_12_FULL_OD1_41_13

Bacteria_Parcubacteria_OD1_Giovannonibacteria_RIFCSPLOWO2_01_FULL_OD1_Giovannonibacteria_45_140
Bacteria_Parcubacteria_OD1_Giovannonibacteria_RIFCSPHIGHO2_01_FULL_OD1_Giovannonibacteria_45_23
Bacteria_CPR_ParcubacteriaOD1_Giovannonibacteria_GWA1_OD1_44_29
Bacteria_CPR_ParcubacteriaOD1_Giovannonibacteria_GWA2_OD1_rel_44_26

Bacteria_Parcubacteria_OD1_Giovannonibacteria_RIFCSPLOWO2_01_FULL_OD1_Giovannonibacteria_46_32

Bacteria_Parcubacteria_OD1_Giovannonibacteria_RIFCSPHIGHO2_02_FULL_OD1_Giovannonibacteria_46_20
Bacteria_Parcubacteria_OD1_Giovannonibacteria_RIFCSPHIGHO2_02_FULL_OD1_Giovannonibacteria_44_11
Bacteria_Parcubacteria_OD1_Giovannonibacteria_RIFCSPLOWO2_01_FULL_OD1_Giovannonibacteria_44_16
Bacteria_Parcubacteria_OD1_Giovannonibacteria_RIFCSPLOWO2_12_FULL_OD1_Giovannonibacteria_44_32

Bacteria_CPR_ParcubacteriaOD1_Giovannonibacteria_GWF2_OD1_42_19
Bacteria_CPR_ParcubacteriaOD1_Giovannonibacteria_GWA2_OD1_53_7_partial
Bacteria_Parcubacteria_OD1_Giovannonibacteria_RIFCSPLOWO2_01_FULL_OD1_Giovannonibacteria_46_13
Bacteria_Parcubacteria_OD1_RIFOXYD1_FULL_OD1_48_21
Bacteria_Parcubacteria_OD1_Giovannonibacteria_RIFCSPHIGHO2_02_OD1_Giovannonibacteria_43_16
Bacteria_Parcubacteria_OD1_RIF−OD1−2_RIFCSPLOWO2_12_FULL_RIF_OD1_02_44_15
Bacteria_Parcubacteria_OD1_Giovannonibacteria_RIFCSPLOWO2_12_FULL_OD1_Giovannonibacteria_43_11c

Bacteria_CPR_ParcubacteriaOD1_GWA2_OD1_44_15_partial
Bacteria_CPR_ParcubacteriaOD1_GWA2_OD1_like_47_16
Bacteria_Parcubacteria_OD1_RIF−OD1−11_RIFCSPHIGHO2_01_FULL_RIF_OD1_11_46_22b
Bacteria_Parcubacteria_OD1_RIF−OD1−11_RIFCSPHIGHO2_02_FULL_RIF_OD1_11_46_13

Bacteria_Parcubacteria_OD1_RIF−OD1−11_RIFCSPHIGHO2_12_FULL_RIF_OD1_11_45_16
Bacteria_Parcubacteria_OD1_Yanofskybacteria_RIFCSPHIGHO2_02_FULL_OD1_Yanofskybacteria_44_12

Bacteria_Parcubacteria_OD1_RIF−OD1−11_RIFCSPHIGHO2_02_FULL_RIF_OD1_11_45_35

Bacteria_Parcubacteria_OD1_RIF−OD1−11_RIFCSPHIGHO2_01_FULL_RIF_OD1_11_51_15

Bacteria_Parcubacteria_OD1_RIF−OD1−11_RIFCSPLOWO2_02_RIF_OD1_11_50_13
Bacteria_CPR_ParcubacteriaOD1_GWA2_OD1_47_64

Y4_Bin.79

Y2_Bin.72
Bacteria_Parcubacteria_OD1_RIF−OD1−11_RIFCSPHIGHO2_02_FULL_RIF_OD1_11_43_32b
Y2_Bin.73
Bacteria_Parcubacteria_OD1_RIF−OD1−11_RIFCSPLOWO2_02_FULL_RIF_OD1_11_44_35
Bacteria_CPR_ParcubacteriaOD1_GWB1_OD1_44_7

Y2_Bin.17

Bacteria_Parcubacteria_OD1_RIF−OD1−11_RIFCSPLOWO2_12_FULL_RIF_OD1_11_43_20
Bacteria_Parcubacteria_OD1_RIF−OD1−11_RIFCSPLOWO2_01_FULL_RIF_OD1_11_45_15b

Bacteria_Parcubacteria_OD1_RIF−OD1−11_RIFOXYD2_FULL_RIF_OD1_11_36_9

Bacteria_CPR_ParcubacteriaOD1_GWA1_OD1_40_21
Bacteria_Parcubacteria_OD1_RIF−OD1−11_RIFCSPLOWO2_12_FULL_RIF_OD1_11_47_20
Bacteria_CPR_ParcubacteriaOD1_GWA2_OD1_47_21_part

Bacteria_Parcubacteria_OD1_RIF−OD1−9_RIFCSPHIGHO2_01_FULL_RIF_OD1_09_49_22
Bacteria_Parcubacteria_OD1_RIF−OD1−9_RifOxyC12_full_RIF_OD1_09_46_25
Bacteria_Parcubacteria_OD1_RIF−OD1−9_RIFCSPLOWO2_01_FULL_RIF_OD1_09_50_20
Bacteria_Parcubacteria_OD1_RIF−OD1−9_RIFCSPLOWO2_02_FULL_RIF_OD1_09_54_12
Bacteria_Parcubacteria_OD1_RIF−OD1−9_RIFCSPHIGHO2_02_FULL_RIF_OD1_09_50_13

Bacteria_Parcubacteria_OD1_RIFOXYD1_FULL_OD1_44_32
Bacteria_Parcubacteria_OD1_RIFOXYD1_FULL_OD1_46_19

Bacteria_Parcubacteria_OD1_RIFOXYB1_FULL_OD1_42_16
Bacteria_Parcubacteria_OD1_RIFOXYD2_FULL_OD1_44_9

Bacteria_Parcubacteria_OD1_GWA1_OD1_51_14

Bacteria_Parcubacteria_OD1_RIFOXYD2_FULL_OD1_52_8

Y5_Bin.30
Bacteria_Parcubacteria_OD1_RIF−OD1−9_RIFCSPHIGHO2_01_FULL_RIF_OD1_09_41_20

Bacteria_Parcubacteria_OD1_Nomurabacteria_CG_Nomura_03
Bacteria_CP_OD1_candidate_division_OD1_bacterium_SCGC_AAA011_A08_DUSEL_001_185
Bacteria_Parcubacteria_OD1_Nomurabacteria_RIFCSPHIGHO2_02_FULL_OD1_Nomurabacteria_35_13

Bacteria_CPR_ParcubacteriaOD1_Nomurabacteria_GWA2_OD1_40_9
Bacteria_Parcubacteria_OD1_Nomurabacteria_RIFCSPHIGHO2_01_FULL_OD1_Nomurabacteria_40_20

Bacteria_Parcubacteria_OD1_Nomurabacteria_RIFCSPLOWO2_12_FULL_OD1_Nomurabacteria_37_8

Bacteria_Parcubacteria_OD1_Nomurabacteria_RIFCSPLOWO2_12_FULL_OD1_Nomurabacteria_40_42
Bacteria_Parcubacteria_OD1_Nomurabacteria_RIFOXYC2_FULL_OD1_Nomurabacteria_36_19

Bacteria_Parcubacteria_OD1_Nomurabacteria_RIFCSPLOWO2_01_FULL_OD1_Nomurabacteria_41_18
Bacteria_Parcubacteria_OD1_Nomurabacteria_RIFCSPLOWO2_01_FULL_OD1_Nomurabacteria_40_18
Bacteria_Parcubacteria_OD1_Nomurabacteria_RIFCSPLOWO2_01_FULL_OD1_Nomurabacteria_42_17
Bacteria_Parcubacteria_OD1_Nomurabacteria_RIFCSPHIGHO2_01_FULL_OD1_Nomurabacteria_38_19
Bacteria_Parcubacteria_OD1_Nomurabacteria_RIFCSPHIGHO2_01_FULL_OD1_Nomurabacteria_40_12
Bacteria_Parcubacteria_OD1_Nomurabacteria_RIFCSPLOWO2_01_FULL_OD1_Nomurabacteria_41_12

Bacteria_Parcubacteria_OD1_Nomurabacteria_RIFCSPHIGHO2_02_FULL_OD1_Nomurabacteria_36_29
Bacteria_Parcubacteria_OD1_Nomurabacteria_RIFCSPLOWO2_01_FULL_OD1_Nomurabacteria_39_18
Bacteria_Parcubacteria_OD1_Nomurabacteria_RIFCSPHIGHO2_01_FULL_OD1_Nomurabacteria_39_10
Bacteria_CPR_ParcubacteriaOD1_Nomurabacteria_GWA1_OD1_37_20_partial

Bacteria_CPR_ParcubacteriaOD1_Nomurabacteria_GWB1_OD1_47_6_part
Bacteria_CPR_ParcubacteriaOD1_Nomurabacteria_GWB1_OD1_40_7
Bacteria_CPR_ParcubacteriaOD1_Nomurabacteria_GWA1_OD1_43_17
Bacteria_CPR_ParcubacteriaOD1_Nomurabacteria_GWA2_OD1_43_15

Bacteria_Parcubacteria_OD1_Nomurabacteria_RIFOXYB1_FULL_OD1_Nomurabacteria_39_16
Bacteria_Parcubacteria_OD1_Nomurabacteria_GWB1_OD1_Nomurabacteria_40_6

Bacteria_CPR_ParcubacteriaOD1_Nomurabacteria_GWA2_OD1_41_25_partial
Bacteria_Parcubacteria_OD1_Nomurabacteria_RIFCSPLOWO2_01_FULL_OD1_Nomurabacteria_40_15
Bacteria_Parcubacteria_OD1_Nomurabacteria_RIFCSPLOWO2_01_FULL_OD1_Nomurabacteria_46_18

Y2_Bin.24
Bacteria_CPR_ParcubacteriaOD1_GWB1_OD1_36_5
Bacteria_Parcubacteria_OD1_Nomurabacteria_RIFCSPLOWO2_01_FULL_OD1_Nomurabacteria_37_25

Bacteria_Parcubacteria_OD1_Nomurabacteria_RIFCSPHIGHO2_02_FULL_OD1_Nomurabacteria_42_19
Bacteria_Parcubacteria_OD1_Nomurabacteria_RIFCSPLOWO2_12_FULL_OD1_Nomurabacteria_44_11
Bacteria_Parcubacteria_OD1_Nomurabacteria_RIFCSPLOWO2_01_FULL_OD1_Nomurabacteria_41_52b

Bacteria_Parcubacteria_OD1_Nomurabacteria_RIFCSPLOWO2_01_FULL_OD1_Nomurabacteria_39_17
Bacteria_CPR_ParcubacteriaOD1_Nomurabacteria_GWF2_OD1_40_31

Bacteria_Parcubacteria_OD1_Nomurabacteria_RIFCSPLOWO2_12_FULL_OD1_Nomurabacteria_46_14

Bacteria_CPR_ParcubacteriaOD1_GWA2_OD1_42_18
Bacteria_Parcubacteria_OD1_Nomurabacteria_RIFCSPLOWO2_01_FULL_OD1_Nomurabacteria_33_24
Bacteria_Parcubacteria_OD1_Nomurabacteria_RIFCSPLOWO2_01_FULL_OD1_Nomurabacteria_36_10b
Bacteria_Parcubacteria_OD1_Nomurabacteria_RIFCSPHIGHO2_02_FULL_OD1_Nomurabacteria_38_15

Bacteria_CPR_ParcubacteriaOD1_Nomurabacteria_RAAC4_OD1
Bacteria_CPR_ParcubacteriaOD1_Nomurabacteria_GWB1_OD1_36_6

Bacteria_Parcubacteria_OD1_Nomurabacteria_RIFCSPHIGHO2_02_FULL_OD1_Nomurabacteria_33_12

Bacteria_CPR_ParcubacteriaOD1_Nomurabacteria_GWB1_OD1_37_5
Bacteria_Parcubacteria_OD1_Nomurabacteria_RIFCSPHIGHO2_01_FULL_OD1_Nomurabacteria_42_16

Bacteria_Parcubacteria_OD1_Nomurabacteria_RIFCSPHIGHO2_01_FULL_OD1_Nomurabacteria_39_9

Bacteria_Parcubacteria_OD1_RIF−OD1−9_RIFOXYC1_FULL_RIF_OD1_09_52_10
Bacteria_Parcubacteria_OD1_RIF−OD1−9_RIFCSPHIGHO2_01_FULL_RIF_OD1_09_51_10

Bacteria_Parcubacteria_OD1_RIF−OD1−9_RIFCSPLOWO2_01_FULL_RIF_OD1_09_43_27
Bacteria_Parcubacteria_OD1_RIF−OD1−9_RIFCSPLOWO2_01_FULL_RIF_OD1_09_47_33b

Bacteria_Parcubacteria_OD1_RIF−OD1−9_RIFCSPHIGHO2_01_FULL_RIF_OD1_09_44_41
Bacteria_CPR_ParcubacteriaOD1_Nomurabacteria_GWC2_OD1_42_20
Bacteria_Parcubacteria_OD1_Nomurabacteria_CG_Nomura_02

Bacteria_Parcubacteria_OD1_Nomurabacteria_CG_Nomura_01

Bacteria_Parcubacteria_OD1_Nomurabacteria_CG_Nomura_04

Bacteria_Parcubacteria_OD1_Campbellbacteria_RIFOXYC2_FULL_OD1_Campbellbacteria_35_25
Bacteria_Parcubacteria_OD1_Campbellbacteria_RIFCSPLOWO2_02_FULL_OD1_Campbellbacteria_35_11
Bacteria_CPR_ParcubacteriaOD1_Campbellbacteria_GWD2_OD1_35_24

Y2_Bin.46
Bacteria_Parcubacteria_OD1_RIF−OD1−1_RIFCSPLOWO2_02_FULL_RIF_OD1_10_39_26
Bacteria_Parcubacteria_OD1_RIF−OD1−1_RIFCSPLOWO2_02_RIF_OD1_10_39_10
Bacteria_CPR_ParcubacteriaOD1_GWC2_OD1_40_10
Y2_Bin.107

Bacteria_Parcubacteria_OD1_RIF−OD1−1_RIFOXYD1_FULL_RIF_OD1_10_39_35
Bacteria_Parcubacteria_OD1_RIF−OD1−1_RIFCSPLOWO2_12_FULL_RIF_OD1_10_39_16
Bacteria_Parcubacteria_OD1_RIF−OD1−1_RIFCSPHIGHO2_02_FULL_RIF_OD1_10_39_19

Bacteria_Parcubacteria_OD1_RIF−OD1−1_RIFCSPLOWO2_01_FULL_RIF_OD1_10_35_19

Bacteria_CPR_ParcubacteriaOD1_GWA2_OD1_50_10_part
Bacteria_Parcubacteria_OD1_RIF−OD1−1_RIFCSPHIGHO2_01_FULL_RIF_OD1_10_43_60
Bacteria_Parcubacteria_OD1_RIF−OD1−1_RIFCSPHIGHO2_02_FULL_RIF_OD1_10_39_16

Bacteria_Parcubacteria_OD1_RIF−OD1−1_RIFCSPHIGHO2_01_FULL_RIF_OD1_10_44_22b
Bacteria_CPR_ParcubacteriaOD1_GWA1_OD1_49_11_partial
Bacteria_Parcubacteria_OD1_RIF−OD1−1_RIFCSPLOWO2_02_FULL_RIF_OD1_10_44_12b
Bacteria_Parcubacteria_OD1_RIF−OD1−1_RIFCSPHIGHO2_01_FULL_RIF_OD1_10_46_25
Bacteria_Parcubacteria_OD1_RIF−OD1−1_RIFCSPHIGHO2_01_FULL_RIF_OD1_10_49_18
Bacteria_Parcubacteria_OD1_RIF−OD1−1_RIFCSPHIGHO2_02_FULL_RIF_OD1_10_43_37

Bacteria_Parcubacteria_OD1_RIF−OD1−1_RIFOXYD2_FULL_RIF_OD1_10_43_10
Bacteria_CPR_ParcubacteriaOD1_GWD1_OD1_44_9_partial
Bacteria_Parcubacteria_OD1_RIF−OD1−1_RIFCSPLOWO2_01_FULL_RIF_OD1_10_47_33

Bacteria_Parcubacteria_OD1_RIF−OD1−1_RIFCSPHIGHO2_12_FULL_RIF_OD1_10_43_12b
Bacteria_Parcubacteria_OD1_RIF−OD1−1_RIFCSPHIGHO2_12_FULL_RIF_OD1_10_44_12b

X2_Bin.16

Bacteria_Parcubacteria_OD1_RIF−OD1−9_RIFCSPLOWO2_02_FULL_RIF_OD1_09_51_11

X3_Bin.15
Y2_Bin.48

X1_Bin.4
Y4_Bin.14

Bacteria_CPR_ParcubacteriaOD1_GWA2_OD1_43_11
Bacteria_Parcubacteria_OD1_Campbellbacteria_RIFCSPLOWO2_02_OD1_Campbellbacteria_35_12

Bacteria_CPR_ParcubacteriaOD1_L1_Parcubacteria_bacterium_SCGC_AAA040_L21_CrabSpa_001_179
Bacteria_Parcubacteria_OD1_RIF−OD1−11_RIFCSPHIGHO2_01_FULL_RIF_OD1_11_46_22
Bacteria_Parcubacteria_OD1_Kaiserbacteria_RIFCSPLOWO2_12_FULL_OD1_Kaiserbacteria_45_26

Bacteria_Parcubacteria_OD1_Kaiserbacteria_RIFCSPHIGHO2_02_FULL_OD1_Kaiserbacteria_49_34
Bacteria_Parcubacteria_OD1_Kaiserbacteria_RIFCSPLOWO2_12_FULL_OD1_Kaiserbacteria_50_10

Bacteria_Parcubacteria_OD1_CG_CPR_18_CG_CPR18_01

Bacteria_Parcubacteria_OD1_Kaiserbacteria_RIFCSPHIGHO2_12_FULL_OD1_Kaiserbacteria_56_13
Bacteria_Parcubacteria_OD1_Kaiserbacteria_RIFCSPLOWO2_01_FULL_OD1_Kaiserbacteria_52_12b

Bacteria_Parcubacteria_OD1_Kaiserbacteria_RIFCSPHIGHO2_02_FULL_OD1_Kaiserbacteria_55_17
Bacteria_Parcubacteria_OD1_Kaiserbacteria_GWA2_OD1_Kaiserbacteria_50_9
Bacteria_Parcubacteria_OD1_Kaiserbacteria_RIFCSPLOWO2_01_FULL_OD1_Kaiserbacteria_55_19
Y2_Bin.91

Bacteria_Parcubacteria_OD1_CG_CPR_09_CG_CPR09_01
Y2_Bin.49_2
Y2_Bin.49

Bacteria_Parcubacteria_OD1_Kaiserbacteria_RIFCSPHIGHO2_01_FULL_OD1_Kaiserbacteria_53_31
Bacteria_Parcubacteria_OD1_Kaiserbacteria_RIFOXYD1_FULL_OD1_Kaiserbacteria_47_14
Bacteria_CPR_ParcubacteriaOD1_GWB1_OD1_57_6

Bacteria_Parcubacteria_OD1_Kaiserbacteria_RIFCSPHIGHO2_02_FULL_OD1_Kaiserbacteria_54_22

Bacteria_Parcubacteria_OD1_Kaiserbacteria_RIFCSPLOWO2_01_FULL_OD1_Kaiserbacteria_54_22
Bacteria_Parcubacteria_OD1_Kaiserbacteria_RIFCSPHIGHO2_02_FULL_OD1_Kaiserbacteria_55_20
Bacteria_Parcubacteria_OD1_Kaiserbacteria_RIFCSPHIGHO2_02_FULL_OD1_Kaiserbacteria_54_11b

Bacteria_CPR_ParcubacteriaOD1_Kaiserbacteria_GWA2_OD1_52_12

Bacteria_Parcubacteria_OD1_Kaiserbacteria_RIFCSPHIGHO2_01_FULL_OD1_Kaiserbacteria_55_17
Bacteria_Parcubacteria_OD1_Kaiserbacteria_RIFCSPLOWO2_01_FULL_OD1_Kaiserbacteria_55_25
Y3_Bin.74

Bacteria_Parcubacteria_OD1_Kaiserbacteria_RIFCSPLOWO2_01_FULL_OD1_Kaiserbacteria_53_17
Bacteria_Parcubacteria_OD1_Kaiserbacteria_RIFCSPHIGHO2_01_FULL_OD1_Kaiserbacteria_56_24
Bacteria_Parcubacteria_OD1_RIFCSPHIGHO2_01_FULL_OD1_56_18
Bacteria_Parcubacteria_OD1_Kaiserbacteria_RIFCSPLOWO2_01_FULL_OD1_Kaiserbacteria_54_13
Bacteria_Parcubacteria_OD1_Kaiserbacteria_RIFCSPLOWO2_01_FULL_OD1_Kaiserbacteria_54_24
Bacteria_Parcubacteria_OD1_Kaiserbacteria_RIFCSPHIGHO2_02_FULL_OD1_Kaiserbacteria_59_21

Bacteria_Parcubacteria_OD1_Kaiserbacteria_RIFCSPHIGHO2_01_FULL_OD1_Kaiserbacteria_53_29
Bacteria_CPR_ParcubacteriaOD1_Kaiserbacteria_GWB1_OD1_50_17_partial

Y2_Bin.8

Bacteria_Parcubacteria_OD1_Kaiserbacteria_RIFCSPLOWO2_02_FULL_OD1_Kaiserbacteria_51_13
Bacteria_Parcubacteria_OD1_Kaiserbacteria_RIFCSPHIGHO2_02_FULL_OD1_Kaiserbacteria_49_16
Bacteria_Parcubacteria_OD1_Kaiserbacteria_RIFCSPHIGHO2_12_FULL_OD1_Kaiserbacteria_53_13

Bacteria_Parcubacteria_OD1_Kaiserbacteria_RIFCSPHIGHO2_01_FULL_OD1_Kaiserbacteria_49_13
Bacteria_Parcubacteria_OD1_Kaiserbacteria_RIFCSPLOWO2_01_FULL_OD1_Kaiserbacteria_51_21

X1_Bin.7
Bacteria_Parcubacteria_OD1_Kaiserbacteria_RIFCSPHIGHO2_01_FULL_OD1_Kaiserbacteria_48_10
Bacteria_Parcubacteria_OD1_RIFCSPHIGHO2_01_FULL_OD1_45_26

Bacteria_Parcubacteria_OD1_Adlerbacteria_RIFCSPLOWO2_01_FULL_OD1_Adlerbacteria_51_16
Y2_Bin.56
Bacteria_Parcubacteria_OD1_Adlerbacteria_RIFCSPHIGHO2_02_FULL_OD1_Adlerbacteria_52_17
Bacteria_Parcubacteria_OD1_Adlerbacteria_RIFCSPHIGHO2_12_FULL_OD1_Adlerbacteria_53_18

Bacteria_Parcubacteria_OD1_Adlerbacteria_RIFOXYC1_FULL_OD1_Adlerbacteria_48_26

Bacteria_Parcubacteria_OD1_Adlerbacteria_RIFCSPLOWO2_01_FULL_OD1_Adlerbacteria_54_21b
Bacteria_Parcubacteria_OD1_Adlerbacteria_RIFCSPHIGHO2_01_FULL_OD1_Adlerbacteria_54_23

Bacteria_CPR_ParcubacteriaOD1_GWB1_OD1_41_6_partial
Bacteria_Parcubacteria_OD1_RIFCSPLOWO2_01_FULL_OD1_39_11

X2_Bin.24
Bacteria_CPR_ParcubacteriaOD1_GWC2_OD1_40_31
Bacteria_CPR_ParcubacteriaOD1_GWB1_OD1_43_8
Bacteria_Parcubacteria_OD1_RIFCSPHIGHO2_02_OD1_41_19

Bacteria_Parcubacteria_OD1_RIFCSPLOWO2_01_FULL_OD1_42_9
Bacteria_Parcubacteria_OD1_RIFCSPLOWO2_01_FULL_OD1_45_48

Bacteria_Parcubacteria_OD1_RIF−OD1−12_RIFCSPLOWO2_01_FULL_RIF_OD1_12_44_230
Bacteria_CPR_ParcubacteriaOD1_GWA2_OD1_47_10b
Bacteria_Parcubacteria_OD1_RIF−OD1−12_RIFCSPLOWO2_01_FULL_RIF_OD1_12_48_26
Bacteria_Parcubacteria_OD1_RIF−OD1−12_RIFCSPHIGHO2_01_FULL_RIF_OD1_12_48_27
Y2_Bin.29
Y2_Bin.70
Bacteria_Parcubacteria_OD1_RIF−OD1−12_RIFCSPHIGHO2_02_FULL_RIF_OD1_12_45_17b
Bacteria_Parcubacteria_OD1_RIF−OD1−12_RIFCSPHIGHO2_02_FULL_RIF_OD1_12_45_13b
Bacteria_Parcubacteria_OD1_RIF−OD1−12_RIFCSPLOWO2_02_FULL_RIF_OD1_12_45_11c

Bacteria_Parcubacteria_OD1_RIF−OD1−8_RBG_13_RIF_OD1_08_37_53

Bacteria_Parcubacteria_OD1_RIF−OD1−5_RIFCSPLOWO2_01_FULL_RIF_OD1_05_46_10

Bacteria_Parcubacteria_OD1_RIF−OD1−5_RIFCSPLOWO2_02_FULL_RIF_OD1_05_38_8
Bacteria_Parcubacteria_OD1_RIF−OD1−5_RIFCSPLOWO2_12_FULL_RIF_OD1_05_38_22

Bacteria_Parcubacteria_OD1_RIF−OD1−5_RIFCSPLOWO2_01_FULL_RIF_OD1_05_43_12

Bacteria_CPR_ParcubacteriaOD1_GWA2_OD1_rel_38_13

Bacteria_CPR_ParcubacteriaOD1_GWF2_OD1_rel_44_7_partial
Bacteria_Parcubacteria_OD1_RIF−OD1−8_RIFCSPLOWO2_01_FULL_RIF_OD1_08_43_11
Bacteria_CPR_ParcubacteriaOD1_GWB1_OD1_42_6
Y5_Bin.39
Bacteria_Parcubacteria_OD1_CG_CPR_04_CG_CPR04_01
Bacteria_Parcubacteria_OD1_RIF−OD1−8_RBG_13_RIF_OD1_08_41_18
Bacteria_Parcubacteria_OD1_CG_CPR_01_CG_CPR01_01
Bacteria_Parcubacteria_OD1_RIF−OD1−8_RIFCSPHIGHO2_01_FULL_RIF_OD1_08_40_12b
Bacteria_Parcubacteria_OD1_RIF−OD1−8_RIFCSPLOWO2_01_FULL_RIF_OD1_08_38_39
Bacteria_Parcubacteria_OD1_CG_CPR_05_CG_CPR05_01
Bacteria_Parcubacteria_OD1_CG_CPR_05_CG_CPR05_02
Bacteria_CPR_ParcubacteriaOD1_GWF2_OD1_rel_39_13_partial

Bacteria_Parcubacteria_OD1_RIFCSPLOWO2_01_FULL_OD1_58_14
Bacteria_Parcubacteria_OD1_RIFCSPLOWO2_01_FULL_OD1_48_14
Bacteria_Parcubacteria_OD1_Falkowbacteria_RIFCSPLOWO2_01_FULL_OD1_Falkowbacteria_40_23
Bacteria_Parcubacteria_OD1_RIFCSPLOWO2_01_FULL_OD1_44_24

Bacteria_CPR_ParcubacteriaOD1_GWA2_OD1_rel_39_18
Bacteria_CPR_ParcubacteriaOD1_Azambacteria_GWD2_OD1_46_48

Bacteria_Parcubacteria_OD1_Azambacteria_RIFCSPLOWO2_02_FULL_OD1_Azambacteria_44_14
Bacteria_CPR_ParcubacteriaOD1_Azambacteria_GWA1_OD1_42_19_partial
Bacteria_CPR_ParcubacteriaOD1_Azambacteria_GWE1_OD1
Bacteria_CPR_ParcubacteriaOD1_Azambacteria_GWA2_OD1_39_10_partial
Bacteria_Parcubacteria_OD1_Azambacteria_RIFCSPHIGHO2_01_FULL_OD1_Azambacteria_40_24

Bacteria_SM2F11_RIFCSPHIGHO2_02_FULL_SM2F11_46_11

Bacteria_SM2F11_RIFCSPHIGHO2_01_FULL_SM2F11_46_24
Bacteria_SM2F11_RIFCSPHIGHO2_12_FULL_SM2F11_48_16
Bacteria_SM2F11_RIFCSPHIGHO2_01_FULL_SM2F11_45_18
Bacteria_SM2F11_RIFCSPHIGHO2_02_FULL_SM2F11_43_13b
Bacteria_SM2F11_RIFCSPHIGHO2_12_FULL_SM2F11_42_22

Y2_Bin.77

Bacteria_CPR_ParcubacteriaOD1_GWA2_OD1_rel_51_12
Bacteria_SM2F11_RIFCSPHIGHO2_01_SM2F11_52_17
Bacteria_SM2F11_RIFCSPHIGHO2_01_FULL_SM2F11_49_9
Bacteria_SM2F11_RIFCSPHIGHO2_01_FULL_SM2F11_46_14
Bacteria_SM2F11_RIFCSPLOWO2_02_FULL_SM2F11_48_13

Bacteria_SM2F11_RIFCSPHIGHO2_01_FULL_SM2F11_50_11
Bacteria_SM2F11_RIFCSPHIGHO2_01_FULL_SM2F11_43_23

Bacteria_Parcubacteria_OD1_Moranbacteria_RBG_13_OD1_Moranbacteria_45_13
Bacteria_Parcubacteria_OD1_Moranbacteria_RIFOXYC1_FULL_OD1_Moranbacteria_44_13
Bacteria_Parcubacteria_OD1_Moranbacteria_RIFOXYB1_FULL_OD1_Moranbacteria_44_23

Bacteria_Parcubacteria_OD1_Moranbacteria_RifOxyA12_full_OD1_Moranbacteria_35_19
Bacteria_CPR_ParcubacteriaOD1_MoranbacteriaOD1_i_GWA2_OD1_39_41
Bacteria_Parcubacteria_OD1_Moranbacteria_RBG_19FT_COMBO_OD1_Moranbacteria_42_6

Bacteria_Parcubacteria_OD1_Moranbacteria_RifOxyA12_full_OD1_Moranbacteria_44_15

Bacteria_Parcubacteria_OD1_Moranbacteria_RIFCSPHIGHO2_12_FULL_OD1_Moranbacteria_40_10

Bacteria_Parcubacteria_OD1_Moranbacteria_RIFCSPHIGHO2_01_FULL_OD1_Moranbacteria_55_24
Bacteria_Parcubacteria_OD1_Moranbacteria_RIFCSPHIGHO2_01_FULL_OD1_Moranbacteria_54_31

Bacteria_Parcubacteria_OD1_Moranbacteria_CG_Moran_01
Bacteria_Parcubacteria_OD1_Moranbacteria_CG_Moran_02

Bacteria_Parcubacteria_OD1_Moranbacteria_RIFCSPLOWO2_12_FULL_OD1_Moranbacteria_48_12

Bacteria_CPR_ParcubacteriaOD1_Moranbacteria
Bacteria_CPR_ParcubacteriaOD1_MoranbacteriaOD1_i_GWE1_OD1_i_ACD11_lin_49_15
Bacteria_CPR_ParcubacteriaOD1_MoranbacteriaOD1_i_GWC2_OD1_i_45_10

Bacteria_CPR_ParcubacteriaOD1_MoranbacteriaOD1_i_GWC2_OD1_i_37_82
Bacteria_CPR_ParcubacteriaOD1_MoranbacteriaOD1_i_GWE2_OD1_36_40
Bacteria_CPR_ParcubacteriaOD1_GWD2_OD1_38_11

X2_Bin.25
Bacteria_CPR_ParcubacteriaOD1_MoranbacteriaOD1_i_GWD1_OD1_37_17

Bacteria_CP_OD1_ALUMROCK_MS4_OD1_33_19
Bacteria_CPR_ParcubacteriaOD1_MoranbacteriaOD1_i_GWF1_OD1_34_10
Bacteria_CPR_ParcubacteriaOD1_MoranbacteriaOD1_i_GWE1_OD1_ACD7_35_17

X2_Bin.25_2

Bacteria_Parcubacteria_OD1_Falkowbacteria_RIFOXYC2_FULL_OD1_Falkowbacteria_48_21
Bacteria_CPR_ParcubacteriaOD1_GWC2_OD1_38_7
Bacteria_CPR_ParcubacteriaOD1_GWA2_OD1_40_23

Bacteria_Parcubacteria_OD1_Falkowbacteria_RIFOXYC2_FULL_OD1_Falkowbacteria_36_12

Bacteria_Parcubacteria_OD1_Falkowbacteria_RIFCSPHIGHO2_02_FULL_OD1_Falkowbacteria_39_13
Bacteria_Parcubacteria_OD1_Kuenenbacteria_CG_Kuenen_02

Bacteria_Parcubacteria_OD1_Falkowbacteria_RIFCSPLOWO2_12_FULL_OD1_Falkowbacteria_42_13
Bacteria_Parcubacteria_OD1_Kuenenbacteria_CG_Kuenen_01

Bacteria_Parcubacteria_OD1_Falkowbacteria_RBG_13_OD1_Falkowbacteria_36_9
Bacteria_Parcubacteria_OD1_Falkowbacteria_RBG_13_OD1_Falkowbacteria_39_9

Bacteria_Parcubacteria_OD1_Falkowbacteria_RIFOXYA2_FULL_OD1_Falkowbacteria_47_9
Bacteria_Parcubacteria_OD1_Falkowbacteria_RIFCSPHIGHO2_02_FULL_OD1_Falkowbacteria_45_15
Bacteria_Parcubacteria_OD1_Falkowbacteria_CG_Falkow_02

Bacteria_Parcubacteria_OD1_Falkowbacteria_CG_Falkow_01
Bacteria_CPR_ParcubacteriaOD1_Falkowbacteria_GWF2_OD1_43_32

Bacteria_Parcubacteria_OD1_Falkowbacteria_CG_Falkow_03
Bacteria_CPR_ParcubacteriaOD1_Falkowbacteria_GWA2_OD1_39_24

Bacteria_CPR_ParcubacteriaOD1_GWE2_OD1_38_18

Bacteria_CPR_ParcubacteriaOD1_GWC2_OD1_42_12
Bacteria_Parcubacteria_OD1_Falkowbacteria_CG_Falkow_04
Bacteria_Parcubacteria_OD1_Falkowbacteria_RIFCSPLOWO2_12_FULL_OD1_Falkowbacteria_45_13

Bacteria_CPR_ParcubacteriaOD1_Falkowbacteria_GWE2_OD1_38_254
Bacteria_CPR_ParcubacteriaOD1_Falkowbacteria_Parcubacteria_bacterium_SCGC_AAA036_E14_CrabSpa_001_178

Bacteria_Parcubacteria_OD1_Falkowbacteria_RIFOXYD2_FULL_OD1_Falkowbacteria_34_120
Bacteria_Parcubacteria_OD1_Falkowbacteria_RIFOXYA2_FULL_OD1_Falkowbacteria_47_19

Bacteria_CPR_ParcubacteriaOD1_Magasanikbacteria_GWC2_OD1_37_14
Bacteria_Parcubacteria_OD1_Magasanikbacteria_RIFCSPLOWO2_12_FULL_OD1_Magasanikbacteria_43_12
Bacteria_Parcubacteria_OD1_Magasanikbacteria_RIFCSPHIGHO2_02_FULL_OD1_Magasanikbacteria_33_17
Bacteria_Parcubacteria_OD1_Magasanikbacteria_RIFOXYB1_FULL_OD1_Magasanikbacteria_40_15

Bacteria_Parcubacteria_OD1_Magasanikbacteria_RIFCSPHIGHO2_02_FULL_OD1_Magasanikbacteria_47_14
Bacteria_Parcubacteria_OD1_Magasanikbacteria_RIFCSPLOWO2_02_FULL_OD1_Magasanikbacteria_47_16
Bacteria_Parcubacteria_OD1_Magasanikbacteria_RIFCSPHIGHO2_02_FULL_OD1_Magasanikbacteria_41_13

Bacteria_CPR_ParcubacteriaOD1_Magasanikbacteria_GWD2_OD1_43_18
Bacteria_Parcubacteria_OD1_Magasanikbacteria_CG_Magasa_02

Bacteria_Parcubacteria_OD1_Magasanikbacteria_RIFCSPHIGHO2_02_FULL_OD1_Magasanikbacteria_51_14

Bacteria_CPR_ParcubacteriaOD1_Magasanikbacteria_Parcubacteria_bacterium_SCGC_AAA011_J21_DUSEL_001_191
Bacteria_Parcubacteria_OD1_Magasanikbacteria_RIFCSPHIGHO2_12_FULL_OD1_Magasanikbacteria_41_16
Bacteria_CPR_ParcubacteriaOD1_Magasanikbacteria_GWA2_OD1_56_11

Bacteria_Parcubacteria_OD1_Magasanikbacteria_CG_Magasa_01
Bacteria_Parcubacteria_OD1_Magasanikbacteria_RifOxyC12_full_OD1_Magasanikbacteria_33_11

Bacteria_Parcubacteria_OD1_Magasanikbacteria_RIFOXYD12_FULL_OD1_Magasanikbacteria_33_17
Bacteria_Parcubacteria_OD1_Magasanikbacteria_RIFOXYC2_FULL_OD1_Magasanikbacteria_39_8

Bacteria_Parcubacteria_OD1_Magasanikbacteria_RIFOXYD1_FULL_OD1_Magasanikbacteria_40_23
Y2_Bin.13
Bacteria_CPR_ParcubacteriaOD1_Magasanikbacteria_GWA2_OD1_40_10_partial

Bacteria_Parcubacteria_OD1_Magasanikbacteria_RIFOXYD2_FULL_OD1_Magasanikbacteria_36_9

Bacteria_Parcubacteria_OD1_Magasanikbacteria_RIFOXYD2_FULL_OD1_Magasanikbacteria_41_14
Bacteria_Parcubacteria_OD1_Magasanikbacteria_RIFOXYC2_FULL_OD1_Magasanikbacteria_42_28

Bacteria_Parcubacteria_OD1_Magasanikbacteria_RIFOXYA2_FULL_OD1_Magasanikbacteria_44_8

Bacteria_Parcubacteria_OD1_Magasanikbacteria_RIFCSPHIGHO2_01_FULL_OD1_Magasanikbacteria_47_8
Bacteria_CPR_ParcubacteriaOD1_Magasanikbacteria_GWA2_OD1_50_22_partial
Bacteria_Parcubacteria_OD1_Magasanikbacteria_RIFCSPLOWO2_02_FULL_OD1_Magasanikbacteria_44_11

Bacteria_CPR_ParcubacteriaOD1_Magasanikbacteria_GWA2_OD1_46_17_plus

Bacteria_Parcubacteria_OD1_Magasanikbacteria_RIFCSPHIGHO2_02_FULL_OD1_Magasanikbacteria_50_9b
Bacteria_CPR_ParcubacteriaOD1_Magasanikbacteria_GWA2_OD1_45_39_plus

Bacteria_CPR_ParcubacteriaOD1_Magasanikbacteria_GWA2_OD1_42_32
Bacteria_CPR_ParcubacteriaOD1_Magasanikbacteria_GWC2_OD1_41_17

Y4_Bin.36
X1_Bin.2
X3_Bin.20

Y2_Bin.18

Bacteria_Parcubacteria_OD1_Falkowbacteria_RIFCSPLOWO2_01_FULL_OD1_Falkowbacteria_39_33
Bacteria_Parcubacteria_OD1_Uhrbacteria_RIFCSPLOWO2_02_FULL_OD1_Uhrbacteria_46_25
Bacteria_CPR_ParcubacteriaOD1_GWA2_OD1_47_26

Bacteria_Parcubacteria_OD1_RIF−OD1−3_RIFCSPLOWO2_02_FULL_RIF_OD1_03_48_11
Bacteria_Parcubacteria_OD1_CG_CPR_14_CG_CPR14_01

Bacteria_Parcubacteria_OD1_CG_CPR_13_CG_CPR13_01

Bacteria_Parcubacteria_OD1_RIF−OD1−3_RIFCSPLOWO2_01_FULL_RIF_OD1_03_53_11
Bacteria_Parcubacteria_OD1_RIF−OD1−3_RIFCSPLOWO2_01_FULL_RIF_OD1_03_52_15
Bacteria_CPR_ParcubacteriaOD1_GWA2_OD1_36_10
Bacteria_Parcubacteria_OD1_RIF−OD1−3_RIFOXYC1_FULL_RIF_OD1_03_37_11

Bacteria_Parcubacteria_OD1_RIF−OD1−3_RIFCSPLOWO2_01_FULL_RIF_OD1_03_45_10
Bacteria_CPR_ParcubacteriaOD1_GWA2_OD1_43_17_A823

X4_Bin.10
X2_Bin.12
Bacteria_Parcubacteria_OD1_Kuenenbacteria_CG_Kuenen_03
Bacteria_CPR_ParcubacteriaOD1_Parcubacteria_bacterium_SCGC_AB_164_E21_SAK_001_209

Bacteria_Parcubacteria_OD1_Uhrbacteria_RIFCSPHIGHO2_02_FULL_OD1_Uhrbacteria_57_19
Bacteria_Parcubacteria_OD1_Uhrbacteria_RIFCSPHIGHO2_12_FULL_OD1_Uhrbacteria_60_25
Bacteria_CPR_ParcubacteriaOD1_Uhrbacteria_ACD76
Bacteria_CPR_ParcubacteriaOD1_Uhrbacteria_GWD2_OD1_52_7
Bacteria_CPR_ParcubacteriaOD1_Uhrbacteria_GWB2_OD1_ACD66_rel_41_36

Bacteria_Parcubacteria_OD1_Uhrbacteria_RIFCSPHIGHO2_02_FULL_OD1_Uhrbacteria_54_11
Bacteria_CPR_ParcubacteriaOD1_GWA2_OD1_56_7_partial
Bacteria_CPR_ParcubacteriaOD1_Uhrbacteria_GWE2_OD1_45_35
Bacteria_CPR_ParcubacteriaOD1_Uhrbacteria_GWA2_OD1_41_10
Bacteria_CPR_ParcubacteriaOD1_Uhrbacteria_GWA2_OD1_53_10
Bacteria_Parcubacteria_OD1_Uhrbacteria_RIFOXYB2_FULL_OD1_Uhrbacteria_57_15
Bacteria_Parcubacteria_OD1_Uhrbacteria_RIFCSPHIGHO2_01_FULL_OD1_Uhrbacteria_63_20

Bacteria_Parcubacteria_OD1_Uhrbacteria_RIFOXYB2_FULL_OD1_Uhrbacteria_45_11
Bacteria_CPR_ParcubacteriaOD1_Uhrbacteria_GWF2_OD1_39_13
Bacteria_CPR_ParcubacteriaOD1_Uhrbacteria_GWA2_OD1_52_8b

Bacteria_CPR_ParcubacteriaOD1_Uhrbacteria_GWF2_OD1_46_218
Bacteria_Parcubacteria_OD1_Uhrbacteria_RIFOXYB2_FULL_OD1_Uhrbacteria_41_18

Bacteria_Parcubacteria_OD1_Uhrbacteria_RIFCSPHIGHO2_02_FULL_OD1_Uhrbacteria_53_13
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TA06_GWE2_final_7_16S_1_hypothetical_protein_id=36418135_bin=Candidatus_Edwardsbacteria_bacterium_GWE2_54_12_organism_tax=RIFOXYC12_FULL_TA06_54_24_curated_TA06_Bacteria_

GWF2_TA06_54_11_gwf2_scaffold_695_16S_1_hypothetical_protein_id=86671685_bin=Candidatus_Edwardsbacteria_bacterium_GWF2_54_11_organism_tax=RIFOXYC12_FULL_TA06_54_24_curated_TA06_Bacteria_

RBG_16_Spirochaete_49_21_RBG_16_scaffold_9320_16S_1_hypothetical_protein_id=87189736_bin=Spirochaetes_bacterium_RBG_16_49_21_organism_tax=RBG_16_Spirochaetes_49_21_curated_

GWE1_Spirochaetes_32_154_gwe1_scaffold_61_16S_1_hypothetical_protein_id=86421068_bin=Spirochaetes_bacterium_GWE1_32_154_organism_tax=GWE2_Spirochaetes_31_10_curated_Spirochaetes_Bacteria_

GWE2_Spirochaete_31_10_gwe2_scaffold_152_16S_1_hypothetical_protein_id=86470307_bin=Spirochaetes_bacterium_GWE2_31_10_organism_tax=GWE2_Spirochaetes_31_10_curated_

GWF2_Sphaerochaeta_52_7_gwf2_scaffold_8246_16S_1_hypothetical_protein_id=86663382_bin=Spirochaetes_bacterium_GWF2_52_7_organism_tax=GWC2_Spirochaetes_52_13_curated_Spirochaetes_Bacteria_

RIFCSPLOWO2_12_FULL_CP_66_18_rifcsplowo2_12_scaffold_1938_16S_1_hypothetical_protein_id=88984168_bin=candidate_division_NC10_bacterium_RIFCSPLOWO2_12_FULL_66_18_organism_tax=RIFCSPLOWO2_02_FULL_NC10_66_22_curated_NC10_Bacteria_

RIFCSPLOWO2_02_FULL_CP_66_22_rifcsplowo2_02_scaffold_3442_16S_1_hypothetical_protein_id=88590004_bin=candidate_division_NC10_bacterium_RIFCSPLOWO2_02_FULL_66_22_organism_tax=RIFCSPLOWO2_02_FULL_NC10_66_22_curated_

RBG_16_JS1_35_8_RBG_16_scaffold_38631_16S_1_hypothetical_protein_id=87128793_bin=Candidatus_Atribacteria_bacterium_RBG_16_35_8_organism_tax=Atribacteria_Bacteria_

RBG_19FT_COMBO_JS1_35_14_rbg_19ft_combo_scaffold_1072_16S_1_hypothetical_protein_id=87387036_bin=Candidatus_Atribacteria_bacterium_RBG_19FT_COMBO_35_14_organism_tax=RBG_19FT_COMBO_JS1_35_14_curated_

RBG_19FT_COMBO_Actinomycetales_70_19_rbg_19ft_combo_scaffold_327_16S_1_hypothetical_protein_id=87207014_bin=Actinobacteria_bacterium_RBG_19FT_COMBO_70_19_organism_tax=RBG_19FT_COMBO_Actinobacteria_70_19_curated_

RBG_19FT_COMBO_Actinobacteria_36_27_rbg_19ft_combo_scaffold_7895_16S_1_hypothetical_protein_id=87204378_bin=Actinobacteria_bacterium_RBG_19FT_COMBO_36_27_organism_tax=RBG_19FT_COMBO_Actinobacteria_36_27_curated_

RBG_16_Actinobacteria_55_12_RBG_16_scaffold_134_16S_2_hypothetical_protein_id=86892384_bin=Actinobacteria_bacterium_RBG_16_55_12_organism_tax=RBG_13_Actinobacteria_55_18_curated_Actinobacteria_Bacteria_

RIFCSPLOWO2_02_FULL_CP_38_14_rifcsplowo2_02_scaffold_3925_16S_1_hypothetical_protein_id=88569876_bin=Candidatus_Schekmanbacteria_bacterium_RIFCSPLOWO2_02_FULL_38_14_organism_tax=RIFCSPLOWO2_12_FULL_RIF03_38_15_curated_RIF3_Bacteria_

RIFCSPLOWO2_12_FULL_Deltaproteobacteria_45_22_rifcsplowo2_12_scaffold_5878_16S_1_hypothetical_protein_id=89001252_bin=Nitrospinae_bacterium_RIFCSPLOWO2_12_FULL_45_22_organism_tax=RIFCSPLOWO2_12_FULL_Nitrospinae_45_22_curated_

RBG_16_Acidobacteria_70_10_RBG_16_scaffold_4933_16S_1_hypothetical_protein_id=86889842_bin=Acidobacteria_bacterium_RBG_16_70_10_organism_tax=RBG_16_Acidobacteria_70_10_curated_

RIFCSPLOWO2_12_FULL_Deltaproteobacteria_69_37_rifcsplowo2_12_scaffold_48379_16S_1_hypothetical_protein_id=89015769_bin=Candidatus_Tectomicrobia_bacterium_RIFCSPLOWO2_12_FULL_69_37_organism_tax=RIFCSPLOWO2_12_FULL_Entotheonella_69_37_curated_

RIFCSPLOWO2_02_FULL_CP_70_19_rifcsplowo2_02_scaffold_2128_16S_1_hypothetical_protein_id=88594583_bin=Candidatus_Tectomicrobia_bacterium_RIFCSPLOWO2_02_FULL_70_19_organism_tax=RIFCSPLOWO2_12_FULL_Entotheonella_69_37_curated_Entotheonella_Bacteria_

RBG_19FT_COMBO_DPX2_58_16_rbg_19ft_combo_scaffold_10336_16S_1_hypothetical_protein_id=87262032_bin=Deltaproteobacteria_bacterium_RBG_19FT_COMBO_58_16_organism_tax=RBG_19FT_COMBO_Deltaproteobacteria_58_16_curated_

GWF2_DPX2_42_12_gwf2_scaffold_2361_16S_1_hypothetical_protein_id=86573246_bin=Deltaproteobacteria_bacterium_GWF2_42_12_organism_tax=RIFCSPLOWO2_02_FULL_Deltaproteobacteria_42_39_curated_Deltaproteobacteria_Proteobacteria_Bacteria_

GWD2_DPX2_42_10_gwd2_scaffold_1102_16S_1_hypothetical_protein_id=86387973_bin=Deltaproteobacteria_bacterium_GWD2_42_10_organism_tax=RIFCSPLOWO2_02_FULL_Deltaproteobacteria_42_39_curated_Deltaproteobacteria_Proteobacteria_Bacteria_

RIFCSPHIGHO2_02_FULL_CP_44_16_rifcsphigho2_02_scaffold_10241_16S_1_hypothetical_protein_id=87640626_bin=Deltaproteobacteria_bacterium_RIFCSPHIGHO2_02_FULL_44_16_organism_tax=RIFCSPHIGHO2_02_FULL_Deltaproteobacteria_44_16_curated_

GWD2_CSX_55_8_gwd2_scaffold_1315_16S_1_hypothetical_protein_id=86379863_bin=Deltaproteobacteria_bacterium_GWD2_55_8_organism_tax=GWD2_Deltaproteobacteria_55_8_curated_

RIFCSPLOWO2_02_CSX_56_12_rifcsplowo2_02_sub10_scaffold_732_16S_1_hypothetical_protein_id=88467233_bin=Deltaproteobacteria_bacterium_RIFCSPLOWO2_02_56_12_organism_tax=Deltaproteobacteria_Proteobacteria_Bacteria_

GWC1_NKB19_52_8_gwc1_scaffold_6283_16S_1_hypothetical_protein_id=86183763_bin=Bdellovibrionales_bacterium_GWC1_52_8_organism_tax=GWA1_Bdellovibrionales_52_35_curated_Bdellovibrionaceae_Bdellovibrionales_Bdellovibrio_Bacteria_

RIFCSPLOWO2_12_FULL_Betaproteobacteria_64_23_rifcsplowo2_12_scaffold_16801_16S_1_hypothetical_protein_id=88904703_bin=Betaproteobacteria_bacterium_RIFCSPLOWO2_12_FULL_64_23_organism_tax=RIFCSPLOWO2_12_FULL_Betaproteobacteria_64_23_curated_

RBG_16_Anaeromyxobacter_69_14_RBG_16_scaffold_26234_16S_1_hypothetical_protein_id=86920371_bin=Anaeromyxobacter_sp._RBG_16_69_14_organism_tax=RBG_16_Anaeromyxobacter_69_14_curated_

RifOxyB12_full_Proteobacteria_58_9_rifoxyb3_full_scaffold_585_16S_1_hypothetical_protein_id=89585414_bin=Deltaproteobacteria_bacterium_RIFOXYB12_FULL_58_9_organism_tax=RifOxyA12_full_Proteobacteria_58_15_curated_Deltaproteobacteria_Proteobacteria_Bacteria_

RBG_19FT_COMBO_Syntrophobacterales_59_10_rbg_19ft_combo_scaffold_18650_16S_1_hypothetical_protein_id=87288827_bin=Syntrophobacterales_bacterium_RBG_19FT_COMBO_59_10_organism_tax=RBG_19FT_COMBO_Syntrophobacterales_59_10_curated_

GWA2_CP_38_16_gwa2_scaffold_486_16S_1_hypothetical_protein_id=85688059_bin=Deltaproteobacteria_bacterium_GWA2_38_16_organism_tax=RIFCSPHIGHO2_02_FULL_Deltaproteobacteria_38_15_curated_Deltaproteobacteria_Proteobacteria_Bacteria_

GWA2_CP_45_12_gwa2_scaffold_1356_16S_1_hypothetical_protein_id=85691943_bin=Deltaproteobacteria_bacterium_GWA2_45_12_organism_tax=GWA2_Deltaproteobacteria_45_12_curated_

RIFCSPLOWO2_12_FULL_CP_40_28_rifcsplowo2_12_scaffold_43_16S_1_hypothetical_protein_id=88956457_bin=Deltaproteobacteria_bacterium_RIFCSPLOWO2_12_FULL_40_28_organism_tax=RIFCSPLOWO2_12_FULL_Deltaproteobacteria_40_28_curated_

RIFCSPHIGHO2_02_FULL_CP_40_28_rifcsphigho2_02_scaffold_54_16S_1_hypothetical_protein_id=87638672_bin=Deltaproteobacteria_bacterium_RIFCSPHIGHO2_02_FULL_40_28_organism_tax=RIFCSPLOWO2_12_FULL_Deltaproteobacteria_40_28_curated_Deltaproteobacteria_Proteobacteria_Bacteria_

RIFCSPLOWO2_02_FULL_CP_40_36_rifcsplowo2_02_scaffold_19_16S_1_hypothetical_protein_id=88573693_bin=Deltaproteobacteria_bacterium_RIFCSPLOWO2_02_FULL_40_36_organism_tax=RIFCSPLOWO2_12_FULL_Deltaproteobacteria_40_28_curated_Deltaproteobacteria_Proteobacteria_Bacteria_

RIFCSPHIGHO2_02_FULL_Deltaproteobacteria_50_15_rifcsphigho2_02_scaffold_9177_16S_1_hypothetical_protein_id=87686827_bin=Deltaproteobacteria_bacterium_RIFCSPHIGHO2_02_FULL_50_15_organism_tax=RIFCSPLOWO2_02_FULL_Deltaproteobacteria_50_16_curated_Deltaproteobacteria_Proteobacteria_Bacteria_

RIFCSPLOWO2_02_FULL_Deltaproteobacteria_50_16_rifcsplowo2_02_scaffold_5416_16S_1_hypothetical_protein_id=88605377_bin=Deltaproteobacteria_bacterium_RIFCSPLOWO2_02_FULL_50_16_organism_tax=RIFCSPLOWO2_02_FULL_Deltaproteobacteria_50_16_curated_

RIFCSPLOWO2_12_FULL_Deltaproteobacteria_50_11_rifcsplowo2_12_scaffold_5994_16S_1_hypothetical_protein_id=89002986_bin=Deltaproteobacteria_bacterium_RIFCSPLOWO2_12_FULL_50_11_organism_tax=RIFCSPLOWO2_02_FULL_Deltaproteobacteria_50_16_curated_Deltaproteobacteria_Proteobacteria_Bacteria_

GWA2_Proteobacteria_50_8_gwa2_scaffold_16735_16S_1_hypothetical_protein_id=85818143_bin=Deltaproteobacteria_bacterium_GWA2_50_8_organism_tax=RIFCSPLOWO2_02_FULL_Deltaproteobacteria_50_16_curated_Deltaproteobacteria_Proteobacteria_Bacteria_

RBG_16_Deltaproteobacteria_Bdellovibrio_40_8_RBG_16_scaffold_4564_16S_1_hypothetical_protein_id=87064259_bin=Bdellovibrionales_bacterium_RBG_16_40_8_organism_tax=RBG_16_Bdellovibrionales_40_8_curated_

GWB1_Alphaproteobacteria_45_5_GWB1_scaffold_2206_16S_1_hypothetical_protein_id=85829484_bin=Alphaproteobacteria_bacterium_GWB1_45_5_organism_tax=RIFCSPHIGHO2_01_FULL_Alphaproteobacteria_41_14_curated_Alphaproteobacteria_Proteobacteria_Bacteria_

RIFCSPLOWO2_02_FULL_Rhodospirillales_58_16_rifcsplowo2_02_scaffold_1817_16S_1_hypothetical_protein_id=88786800_bin=Rhodospirillales_bacterium_RIFCSPLOWO2_02_FULL_58_16_organism_tax=RIFCSPLOWO2_12_FULL_Rhodospirillales_58_28_curated_Rhodospirillales_Alphaproteobacteria_Proteobacteria_Bacteria_

RIFCSPLOWO2_12_FULL_Rhodospirillales_58_28_rifcsplowo2_12_scaffold_1724_16S_1_hypothetical_protein_id=89142604_bin=Rhodospirillales_bacterium_RIFCSPLOWO2_12_FULL_58_28_organism_tax=RIFCSPLOWO2_12_FULL_Rhodospirillales_58_28_curated_

RIFCSPHIGHO2_12_Alphaproteobacteria_42_13_rifcsphigho2_12_sub10_scaffold_52_16S_1_hypothetical_protein_id=87924823_bin=Alphaproteobacteria_bacterium_RIFCSPHIGHO2_12_42_13_organism_tax=RIFCSPHIGHO2_02_FULL_Alphaproteobacteria_42_30_curated_Alphaproteobacteria_Proteobacteria_Bacteria_

RIFCSPLOWO2_02_FULL_GWC2_Alphaproteobacteria_43_54_rifcsplowo2_02_scaffold_1463_16S_1_hypothetical_protein_id=88638768_bin=Alphaproteobacteria_bacterium_RIFCSPLOWO2_02_FULL_43_54_organism_tax=RIFCSPHIGHO2_02_FULL_Alphaproteobacteria_42_30_curated_Alphaproteobacteria_Proteobacteria_Bacteria_

RIFCSPHIGHO2_02_FULL_Alphaproteobacteria_42_30_rifcsphigho2_02_scaffold_2173_16S_1_hypothetical_protein_id=87608119_bin=Alphaproteobacteria_bacterium_RIFCSPHIGHO2_02_FULL_42_30_organism_tax=RIFCSPHIGHO2_02_FULL_Alphaproteobacteria_42_30_curated_

RBG_16_Alphaproteobacteria_42_14_RBG_16_scaffold_528_16S_1_hypothetical_protein_id=86905951_bin=Alphaproteobacteria_bacterium_RBG_16_42_14_organism_tax=RIFCSPHIGHO2_02_FULL_Alphaproteobacteria_42_30_curated_Alphaproteobacteria_Proteobacteria_Bacteria_

GWA2_Alphaproteobacteria_41_27_gwa2_scaffold_2008_16S_1_hypothetical_protein_id=85654494_bin=Alphaproteobacteria_bacterium_GWA2_41_27_organism_tax=RIFCSPHIGHO2_02_FULL_Alphaproteobacteria_42_30_curated_Alphaproteobacteria_Proteobacteria_Bacteria_

RIFCSPLOWO2_12_FULL_Alphaproteobacteria_42_29_rifcsplowo2_12_scaffold_1431_16S_1_hypothetical_protein_id=88865631_bin=Alphaproteobacteria_bacterium_RIFCSPLOWO2_12_FULL_42_29_organism_tax=RIFCSPHIGHO2_02_FULL_Alphaproteobacteria_42_30_curated_Alphaproteobacteria_Proteobacteria_Bacteria_

RIFCSPHIGHO2_02_FULL_Alphaproteobacteria_40_34_rifcsphigho2_02_scaffold_3110_16S_1_hypothetical_protein_id=87606467_bin=Alphaproteobacteria_bacterium_RIFCSPHIGHO2_02_FULL_40_34_organism_tax=RIFCSPLOWO2_02_FULL_Alphaproteobacteria_40_19_curated_Alphaproteobacteria_Proteobacteria_Bacteria_

RIFCSPLOWO2_02_FULL_Alphaproteobacteria_40_19_rifcsplowo2_02_scaffold_6804_16S_1_hypothetical_protein_id=88509718_bin=Alphaproteobacteria_bacterium_RIFCSPLOWO2_02_FULL_40_19_organism_tax=RIFCSPLOWO2_02_FULL_Alphaproteobacteria_40_19_curated_

GWA2_Gallionellales_54_124_13_16S_1_hypothetical_protein_id=71121211_bin=Gallionellales_bacterium_GWA2_54_124_organism_tax=GWA2_Gallionellales_54_124_curated_

RIFCSPHIGHO2_01_Gammaproteobacteria_60_12_rifcsphigho2_01_sub10_scaffold_11167_16S_1_hypothetical_protein_id=87591862_bin=Candidatus_Muproteobacteria_bacterium_RIFCSPHIGHO2_01_60_12_organism_tax=RIFCSPHIGHO2_12_FULL_Gamma2_60_33_curated_Gammaproteobacteria_Proteobacteria_Bacteria_

RIFCSPLOWO2_02_FULL_Gammaproteobacteria_38_11_rifcsplowo2_02_scaffold_14832_16S_1_hypothetical_protein_id=88612617_bin=Gammaproteobacteria_bacterium_RIFCSPLOWO2_02_FULL_38_11_organism_tax=RIFCSPLOWO2_02_FULL_Gammaproteobacteria_38_11_curated_

RIFCSPLOWO2_12_FULL_Proteobacteria_38_14_rifcsplowo2_12_scaffold_580_16S_1_hypothetical_protein_id=89131121_bin=Gammaproteobacteria_bacterium_RIFCSPLOWO2_12_FULL_38_14_organism_tax=RIFCSPLOWO2_02_FULL_Gammaproteobacteria_38_11_curated_Gammaproteobacteria_Proteobacteria_Bacteria_

RIFCSPHIGHO2_02_FULL_CP_38_33_rifcsphigho2_02_scaffold_19704_16S_1_hypothetical_protein_id=87618463_bin=Gammaproteobacteria_bacterium_RIFCSPHIGHO2_02_FULL_38_33_organism_tax=RIFCSPLOWO2_02_FULL_Gammaproteobacteria_38_11_curated_Gammaproteobacteria_Proteobacteria_Bacteria_

RIFCSPLOWO2_12_FULL_Gammaproteobacteria_47_76_rifcsplowo2_12_scaffold_15672_16S_1_hypothetical_protein_id=89024537_bin=Gammaproteobacteria_bacterium_RIFCSPLOWO2_12_FULL_47_76_organism_tax=RifCSPlowO2_12_Gammaproteobacteria_47_11_curated_Gammaproteobacteria_Proteobacteria_Bacteria_

RIFCSPLOWO2_02_FULL_Pseudomonas_63_210_rifcsplowo2_02_scaffold_299114_16S_1_hypothetical_protein_id=88784061_bin=Pseudomonadales_bacterium_RIFCSPLOWO2_02_FULL_63_210_organism_tax=RIFCSPLOWO2_02_FULL_Pseudomonas_63_210_curated_

RBG_16_Gammaproteobacteria_37_9_RBG_16_scaffold_10155_16S_1_hypothetical_protein_id=87102624_bin=Gammaproteobacteria_bacterium_RBG_16_37_9_organism_tax=RBG_16_Gammaproteobacteria_37_9_curated_

RIFCSPHIGHO2_02_FULL_Sulfuricurvum_43_9_rifcsphigho2_02_scaffold_11760_16S_1_hypothetical_protein_id=87909532_bin=Sulfuricurvum_sp._RIFCSPHIGHO2_02_FULL_43_9_organism_tax=RIFCSPLOWO2_12_FULL_Sulfuricurvum_43_24_curated_Campylobacterales_Epsilonproteobacteria_Proteobacteria_Bacteria_

GWB2_CP_35_12_gwb2_scaffold_416_16S_1_hypothetical_protein_id=86137354_bin=Ignavibacteria_bacterium_GWB2_35_12_organism_tax=RIFOXYC2_FULL_RIF_IGX_35_21_curated_RIF−IGX_Bacteria_

RIFCSPLOWO2_12_FULL_Bacteroidetes_37_12_rifcsplowo2_12_scaffold_702_16S_1_hypothetical_protein_id=88877102_bin=Bacteroidetes_bacterium_RIFCSPLOWO2_12_FULL_37_12_organism_tax=RIFCSPLOWO2_12_FULL_Bacteroidetes_37_12_curated_

GWF2_Bacteroidetes_29_10_gwf2_scaffold_5476_16S_1_hypothetical_protein_id=86511767_bin=Bacteroidetes_bacterium_GWF2_29_10_organism_tax=GWE2_Bacteroidetes_29_8_curated_Bacteroidetes_Bacteria_

RIFCSPLOWO2_12_FULL_Bacteroidetes_35_15_rifcsplowo2_12_scaffold_466_16S_1_hypothetical_protein_id=88874019_bin=Bacteroidetes_bacterium_RIFCSPLOWO2_12_FULL_35_15_organism_tax=RIFCSPLOWO2_12_FULL_Bacteroidetes_35_15_curated_

GWF2_Bacteroidetes_35_48_gwf2_scaffold_4116_16S_1_hypothetical_protein_id=86522907_bin=Bacteroidetes_bacterium_GWF2_35_48_organism_tax=GWF2_Bacteroidetes_35_48_curated_

GWF2_Bacteroidetes_49_14_gwf2_scaffold_5923_16S_1_hypothetical_protein_id=86560623_bin=Bacteroidetes_bacterium_GWF2_49_14_organism_tax=GWF2_Bacteroidetes_49_14_curated_

GWF2_Bacteroidetes_33_38_gwf2_scaffold_2180_16S_1_hypothetical_protein_id=86518515_bin=Bacteroidetes_bacterium_GWF2_33_38_organism_tax=GWF2_Bacteroidetes_33_38_curated_

RIFCSPLOWO2_12_FULL_Flavobacteria_31_7_rifcsplowo2_12_scaffold_12988_16S_1_hypothetical_protein_id=89019672_bin=Flavobacteria_bacterium_RIFCSPLOWO2_12_FULL_31_7_organism_tax=RIFCSPLOWO2_12_FULL_Flavobacteria_31_7_curated_

GWF2_Bacteroidetes_40_13_gwf2_scaffold_346_16S_1_hypothetical_protein_id=86533416_bin=Bacteroidetes_bacterium_GWF2_40_13_organism_tax=GWE2_Bacteroidetes_40_63_curated_Bacteroidia_Bacteroidetes_Bacteria_

GWE2_Bacteroidetes_42_24_gwe2_scaffold_353_16S_1_hypothetical_protein_id=86446214_bin=Bacteroidetes_bacterium_GWE2_42_24_organism_tax=GWF2_Bacteroidetes_43_11_curated_Bacteroidia_Bacteroidetes_Bacteria_

GWC1_Bacteroidetes_47_7_gwc1_scaffold_7876_16S_1_hypothetical_protein_id=86178752_bin=Bacteroidetes_bacterium_GWC1_47_7_organism_tax=GWC2_Bacteroidetes_46_850_curated_Bacteroidia_Bacteroidetes_Bacteria_

GWF2_Bacteroidetes_43_63_gwf2_scaffold_147_16S_1_hypothetical_protein_id=86557668_bin=Bacteroidetes_bacterium_GWF2_43_63_organism_tax=GWF2_Bacteroidetes_43_63_curated_

GWE2_Bacteroidetes_42_42_gwe2_scaffold_32_16S_1_hypothetical_protein_id=86454416_bin=Bacteroidetes_bacterium_GWE2_42_42_organism_tax=GWF2_Bacteroidetes_43_63_curated_Bacteroidetes_Bacteria_

RIFCSPLOWO2_12_FULL_Ignavibacteria_56_21_rifcsplowo2_12_scaffold_2106_16S_1_hypothetical_protein_id=89032022_bin=Ignavibacteria_bacterium_RIFCSPLOWO2_12_FULL_56_21_organism_tax=RIFCSPLOWO2_02_FULL_Ignavibacteria_55_14_curated_Ignavibacteriales_Ignavibacteria_Ignavibacteriae_Bacteria_

RIFOXYB12_FULL_Ignavibacteriae_35_14_rifoxyb3_full_scaffold_293_16S_1_hypothetical_protein_id=89560630_bin=Ignavibacteria_bacterium_RIFOXYB12_FULL_35_14_organism_tax=RIFOXYD12_FULL_Ignavibacteria_36_8_curated_Ignavibacteriales_Ignavibacteria_Ignavibacteriae_Bacteria_

RIFCSPLOWO2_02_FULL_CP_35_15_rifcsplowo2_02_scaffold_1139_16S_1_hypothetical_protein_id=88567357_bin=Candidatus_Melainabacteria_bacterium_RIFCSPLOWO2_02_FULL_35_15_organism_tax=RIFCSPLOWO2_12_FULL_Melainabacteria_35_11_curated_Melainabacteria_Bacteria_

GWA2_Melainabacteria_34_9_gwa2_scaffold_3868_16S_1_hypothetical_protein_id=85779790_bin=Candidatus_Melainabacteria_bacterium_GWA2_34_9_organism_tax=GWA2_Melainabacteria_34_9_curated_

GWF2_Melainabacteria_37_15_gwf2_scaffold_9658_16S_1_hypothetical_protein_id=86625612_bin=Candidatus_Melainabacteria_bacterium_GWF2_37_15_organism_tax=GWF2_Melainabacteria_37_15_curated_

RBG_19FT_COMBO_CPR1_53_11_rbg_19ft_combo_scaffold_102_16S_1_hypothetical_protein_id=87249754_bin=candidate_division_WWE3_bacterium_RBG_19FT_COMBO_53_11_organism_tax=RBG_19FT_COMBO_WWE3_53_11_curated_

gwa2_scaffold_21945_16S_1_hypothetical_protein_id=85268507_bin=GWA2_OD1_37_10_organism_tax=GWA2_OD1_37_10_Parcubacteria_Bacteria_

RIFCSPLOWO2_02_FULL_OD1_42_17_rifcsplowo2_02_scaffold_48215_16S_1_hypothetical_protein_id=88673634_bin=Candidatus_Nomurabacteria_bacterium_RIFCSPLOWO2_02_FULL_42_17_organism_tax=GWA2_OD1_42_18_Parcubacteria_Bacteria_

RBG_16_Archaea_35_8_RBG_16_scaffold_9836_16S_1_hypothetical_protein_id=86920987_bin=Candidatus_Pacearchaeota_archaeon_RBG_16_35_8_organism_tax=RBG_16_Pacearchaeota_35_8_curated_

RBG_19FT_COMBO_Archaea_DUSEL1_34_9_rbg_19ft_combo_scaffold_37954_16S_1_hypothetical_protein_id=87218470_bin=Candidatus_Pacearchaeota_archaeon_RBG_19FT_COMBO_34_9_organism_tax=RBG_13_Pacearchaeota_33_26_curated_Pacearchaeota_DPANN_Archaea_

RBG_16_Archaea_49_8_RBG_16_scaffold_19896_16S_1_hypothetical_protein_id=86928404_bin=Thaumarchaeota_archaeon_RBG_16_49_8_organism_tax=RBG_16_Thaumarchaeota_49_8_curated_

RBG_16_Archaea_50_20_RBG_16_scaffold_14252_16S_1_hypothetical_protein_id=86929999_bin=archaeon_RBG_16_50_20_organism_tax=RBG_16_Archaea_50_20_curated_

RBG_16_Archaea_48_13_RBG_16_scaffold_38_16S_1_hypothetical_protein_id=86925573_bin=Candidatus_Bathyarchaeota_archaeon_RBG_16_48_13_organism_tax=RBG_16_Bathyarchaeota_48_13_curated_

RIFCSPHIGHO2_02_FULL_WWE3_38_14_rifcsphigho2_02_scaffold_4978_16S_1_hypothetical_protein_id=87910535_bin=candidate_division_WWE3_bacterium_RIFCSPHIGHO2_02_FULL_38_14_organism_tax=RIFCSPHIGHO2_12_FULL_WWE3_38_15_curated_WWE3_Bacteria_

gwb2_scaffold_5820_16S_1_hypothetical_protein_id=85268591_bin=GWB2_WWE3_43_22_part_organism_tax=GWB2_WWE3_43_22_part_WWE3_Bacteria_

gwd1_scaffold_165_16S_1_hypothetical_protein_id=85268450_bin=GWD1_WWE3_43_201_organism_tax=GWD2_WWE3_42_34_WWE3_Bacteria_

gwe1_scaffold_264_16S_1_hypothetical_protein_id=85268541_bin=GWE1_WWE3_ACD25_44_51_organism_tax=GWD2_WWE3_42_34_WWE3_Bacteria_organism_desc=a109_

gwe2_scaffold_1137_16S_1_hypothetical_protein_id=85268801_bin=GWE2_WWE3_43_18_organism_tax=GWD2_WWE3_42_34_WWE3_Bacteria_organism_desc=Good_

RBG_19FT_COMBO_WWE3_34_6_rbg_19ft_combo_scaffold_446_16S_1_hypothetical_protein_id=87296815_bin=candidate_division_WWE3_bacterium_RBG_19FT_COMBO_34_6_organism_tax=RBG_19FT_COMBO_WWE3_34_6_curated_

gwa1_scaffold_3471_16S_1_hypothetical_protein_id=85268709_bin=GWA1_WWE3_46_21_partial_organism_tax=WWE3_Bacteria_organism_desc=Partial_

GWB1_scaffold_128_16S_1_hypothetical_protein_id=85268873_bin=GWB1_OP11_47_15_organism_tax=RIFCSPHIGHO2_01_FULL_OP11_Beckwithbacteria_49_39_curated_Beckwithbacteria_Microgenomates_Bacteria_organism_desc=May_be_same_as_GWC1_OP11_49_16_and_C2..._

gwc1_scaffold_734_16S_1_hypothetical_protein_id=85268654_bin=GWC1_OP11_47_15_organism_tax=GWC1_OP11_47_15_Amesbacteria_Microgenomates_Bacteria_organism_desc=ACD12−related_

GWB1_scaffold_2531_16S_1_hypothetical_protein_id=85268499_bin=GWB1_OP11_48_13_organism_tax=GWB1_OP11_48_13_Amesbacteria_Microgenomates_Bacteria_

Y2_MetaBAT.16_scaffold_5550_

gwa1_scaffold_159_16S_1_hypothetical_protein_id=85269200_bin=GWA1_OP11_39_21_organism_tax=GWA1_OP11_39_21_Woesebacteria_Microgenomates_Bacteria_organism_desc=Good_+_

gwc1_scaffold_33701_16S_1_hypothetical_protein_id=85269046_bin=GWC1_OP11_38_13_organism_tax=GWC1_OP11_38_13_Woesebacteria_Microgenomates_Bacteria_organism_desc=ACD12−related__Good_+_

gwa1_scaffold_30324_16S_1_hypothetical_protein_id=85268819_bin=GWA1_OP11_38_8_organism_tax=Woesebacteria_Microgenomates_Bacteria_organism_desc=Good_+_

gwa1_scaffold_2422_16S_1_hypothetical_protein_id=85268534_bin=GWA1_OP11_40_45_partial_organism_tax=GWA1_OP11_40_45_partial_Woesebacteria_Microgenomates_Bacteria_organism_desc=ACD13−related_partial_

GWA1_OP11_41_8_gwa1_scaffold_3513_16S_1_hypothetical_protein_id=85642606_bin=Candidatus_Woesebacteria_bacterium_GWA1_41_8_organism_tax=GWA1_OP11_Woesebacteria_41_8_curated_

gwc1_scaffold_356_16S_1_hypothetical_protein_id=85268568_bin=GWC1_OP11_42_9_organism_tax=GWC1_OP11_42_9_Woesebacteria_Microgenomates_Bacteria_organism_desc=ACD12−related_

GWB1_scaffold_78_16S_1_hypothetical_protein_id=85268715_bin=GWB1_OP11_43_14_organism_tax=GWC1_OP11_42_9_Woesebacteria_Microgenomates_Bacteria_

gwf2_scaffold_5184_16S_1_hypothetical_protein_id=85268637_bin=GWF2_OP11_46_8_partial_organism_tax=GWF2_OP11_46_8_partial_Woesebacteria_Microgenomates_Bacteria_organism_desc=Partial_

gwe1_scaffold_1414_16S_1_hypothetical_protein_id=85268604_bin=GWE1_OP11_45_18_organism_tax=Woesebacteria_Microgenomates_Bacteria_organism_desc=a25_

RBG_16_OP11_42_24_RBG_16_scaffold_1_16S_1_hypothetical_protein_id=87156696_bin=Candidatus_Woesebacteria_bacterium_RBG_16_42_24_organism_tax=RBG_16_OP11_Woesebacteria_42_24_curated_

GWA1_OP11_42_12_gwa1_scaffold_3895_16S_1_hypothetical_protein_id=85643165_bin=Candidatus_Woesebacteria_bacterium_GWA1_42_12_organism_tax=RIFCSPHIGHO2_12_FULL_OP11_Woesebacteria_42_9_curated_Woesebacteria_Microgenomates_Bacteria_

RIFCSPHIGHO2_02_FULL_OP11_42_20_rifcsphigho2_02_scaffold_4552_16S_1_hypothetical_protein_id=87880823_bin=Candidatus_Woesebacteria_bacterium_RIFCSPHIGHO2_02_FULL_42_20_organism_tax=RBG_16_RIF_OP11_02_41_13_curated_RIF−OP11−2_Microgenomates_Bacteria_

RIFCSPLOWO2_12_FULL_OP11_42_8_rifcsplowo2_12_scaffold_19094_16S_1_hypothetical_protein_id=89121354_bin=Candidatus_Woesebacteria_bacterium_RIFCSPLOWO2_12_FULL_42_8_organism_tax=RBG_16_RIF_OP11_02_41_13_curated_RIF−OP11−2_Microgenomates_Bacteria_

RIFCSPHIGHO2_02_FULL_OP11_40_13b_rifcsphigho2_02_scaffold_3892_16S_1_hypothetical_protein_id=87867946_bin=Candidatus_Roizmanbacteria_bacterium_RIFCSPHIGHO2_02_FULL_40_13b_organism_tax=RIFCSPHIGHO2_01_FULL_OP11_Roizmanbacteria_39_24_curated_Roizmannbacteria_Microgenomates_Bacteria_

RIFCSPLOWO2_02_FULL_OP11_36_11_rifcsplowo2_02_scaffold_778_16S_1_hypothetical_protein_id=88739257_bin=Candidatus_Roizmanbacteria_bacterium_RIFCSPLOWO2_02_FULL_36_11_organism_tax=RIFCSPLOWO2_02_FULL_OP11_Roizmanbacteria_36_11_curated_

RIFCSPHIGHO2_02_FULL_OP11_37_24_rifcsphigho2_02_scaffold_557_16S_1_hypothetical_protein_id=87851211_bin=Candidatus_Roizmanbacteria_bacterium_RIFCSPHIGHO2_02_FULL_37_24_organism_tax=RIFCSPHIGHO2_12_FULL_OP11_Roizmanbacteria_37_23_curated_Roizmannbacteria_Microgenomates_Bacteria_

RIFCSPLOWO2_02_FULL_OP11_37_19_rifcsplowo2_02_scaffold_1078_16S_1_hypothetical_protein_id=88744520_bin=Candidatus_Roizmanbacteria_bacterium_RIFCSPLOWO2_02_FULL_37_19_organism_tax=RIFCSPHIGHO2_12_FULL_OP11_Roizmanbacteria_37_23_curated_Roizmannbacteria_Microgenomates_Bacteria_

RIFCSPLOWO2_12_FULL_OP11_37_7b_rifcsplowo2_12_scaffold_3094_16S_1_hypothetical_protein_id=89109890_bin=Candidatus_Roizmanbacteria_bacterium_RIFCSPLOWO2_12_FULL_37_7b_organism_tax=RIFCSPHIGHO2_12_FULL_OP11_Roizmanbacteria_37_23_curated_Roizmannbacteria_Microgenomates_Bacteria_

RIFCSPHIGHO2_02_FULL_OP11_40_53_rifcsphigho2_02_scaffold_38_16S_1_hypothetical_protein_id=87875586_bin=Candidatus_Roizmanbacteria_bacterium_RIFCSPHIGHO2_02_FULL_40_53_organism_tax=RIFCSPHIGHO2_12_OP11_Roizmanbacteria_41_18_curated_Roizmannbacteria_Microgenomates_Bacteria_

RIFCSPLOWO2_02_FULL_OP11_40_13_rifcsplowo2_02_scaffold_11_16S_1_hypothetical_protein_id=88754917_bin=Candidatus_Roizmanbacteria_bacterium_RIFCSPLOWO2_02_FULL_40_13_organism_tax=RIFCSPHIGHO2_12_OP11_Roizmanbacteria_41_18_curated_Roizmannbacteria_Microgenomates_Bacteria_

RIFCSPHIGHO2_12_OP11_41_18_rifcsphigho2_12_sub10_scaffold_1_16S_1_hypothetical_protein_id=88185710_bin=Candidatus_Roizmanbacteria_bacterium_RIFCSPHIGHO2_12_41_18_organism_tax=RIFCSPHIGHO2_12_OP11_Roizmanbacteria_41_18_curated_

RIFCSPLOWO2_12_FULL_OP11_40_12_rifcsplowo2_12_scaffold_31_16S_1_hypothetical_protein_id=89116674_bin=Candidatus_Roizmanbacteria_bacterium_RIFCSPLOWO2_12_FULL_40_12_organism_tax=RIFCSPHIGHO2_12_OP11_Roizmanbacteria_41_18_curated_Roizmannbacteria_Microgenomates_Bacteria_

RIFCSPLOWO2_02_FULL_OP11_37_9_rifcsplowo2_02_scaffold_3893_16S_1_hypothetical_protein_id=88745654_bin=Candidatus_Roizmanbacteria_bacterium_RIFCSPLOWO2_02_FULL_37_9_organism_tax=RIFCSPHIGHO2_12_FULL_OP11_Roizmanbacteria_36_11_curated_Roizmannbacteria_Microgenomates_Bacteria_

RIFCSPHIGHO2_02_FULL_OP11_39_9_rifcsphigho2_02_scaffold_31920_16S_1_hypothetical_protein_id=87865597_bin=Candidatus_Roizmanbacteria_bacterium_RIFCSPHIGHO2_02_FULL_39_9_organism_tax=RIFCSPHIGHO2_02_FULL_OP11_Roizmanbacteria_39_9_curated_

gwa2_scaffold_1844_16S_1_hypothetical_protein_id=85268961_bin=GWA2_OP11_nov_36_23_organism_tax=GWA2_OP11_nov_36_23_Roizmanbacteria_Microgenomates_Bacteria_

gwc1_scaffold_310_16S_1_hypothetical_protein_id=85268745_bin=GWC1_OP11_37_12_organism_tax=GWC1_OP11_37_12_Roizmanbacteria_Microgenomates_Bacteria_organism_desc=Good_+_ACD12−rel_

RIFCSPLOWO2_02_FULL_OP11_41_9_rifcsplowo2_02_scaffold_4987_16S_1_hypothetical_protein_id=88760741_bin=Candidatus_Roizmanbacteria_bacterium_RIFCSPLOWO2_02_FULL_41_9_organism_tax=RIFCSPLOWO2_01_FULL_OP11_Roizmanbacteria_41_22_curated_Roizmannbacteria_Microgenomates_Bacteria_

RBG_16_OP11_45_19_RBG_16_scaffold_5718_16S_1_hypothetical_protein_id=87160910_bin=Microgenomates_group_bacterium_RBG_16_45_19_organism_tax=RBG_16_OP11_45_19_curated_

GWB1_scaffold_15_16S_1_hypothetical_protein_id=85269112_bin=GWB1_OP11−rel_47_8_organism_tax=GWA1_OP11_46_10_Pacebacteria_Microgenomates_Bacteria_

gwa1_scaffold_62_16S_1_hypothetical_protein_id=85268697_bin=GWA1_OP11_46_10_organism_tax=GWA1_OP11_46_10_Pacebacteria_Microgenomates_Bacteria_organism_desc=Good_+_

RIFCSPHIGHO2_02_FULL_CPR_46_9_rifcsphigho2_02_scaffold_2170_16S_1_hypothetical_protein_id=87630131_bin=Candidatus_Pacebacteria_bacterium_RIFCSPHIGHO2_02_FULL_46_9_organism_tax=RIFCSPHIGHO2_02_FULL_OP11_Pacebacteria_46_9_curated_

gwf1_scaffold_376_16S_1_hypothetical_protein_id=85268696_bin=GWF1_OP11_36_5_organism_tax=GWF2_OP11_38_9_Pacebacteria_Microgenomates_Bacteria_

OP11_3_1_16S_1_hypothetical_protein_id=93627883_bin=OP11_3_organism_tax=GWF2_OP11_38_9_Pacebacteria_Microgenomates_Bacteria_

gwf2_scaffold_14_16S_1_hypothetical_protein_id=85269138_bin=GWF2_OP11_38_9_organism_tax=GWF2_OP11_38_9_Pacebacteria_Microgenomates_Bacteria_organism_desc=Candidate_for_curation_

RIFCSPLOWO2_02_FULL_OP11_40_11_rifcsplowo2_02_scaffold_128912_16S_1_hypothetical_protein_id=88753870_bin=Candidatus_Curtissbacteria_bacterium_RIFCSPLOWO2_02_FULL_40_11_organism_tax=RIFCSPLOWO2_02_FULL_OP11_Curtissbacteria_40_11_curated_

RIFCSPLOWO2_02_FULL_OP11_49_12_rifcsplowo2_02_scaffold_3014_16S_1_hypothetical_protein_id=88769291_bin=Candidatus_Beckwithbacteria_bacterium_RIFCSPLOWO2_02_FULL_49_12_organism_tax=RIFCSPHIGHO2_01_FULL_OP11_Beckwithbacteria_49_39_curated_Beckwithbacteria_Microgenomates_Bacteria_

gwa1_scaffold_58_16S_1_hypothetical_protein_id=85268763_bin=GWA1_OP11_46_30_organism_tax=RIFCSPHIGHO2_01_FULL_OP11_Beckwithbacteria_49_39_curated_Beckwithbacteria_Microgenomates_Bacteria_organism_desc=Good_

GWC1_OP11_49_16_16S_1_hypothetical_protein_id=93627866_bin=GWC1_OP11_49_16_COMPLETE_organism_tax=RIFCSPHIGHO2_01_FULL_OP11_Beckwithbacteria_49_39_curated_Beckwithbacteria_Microgenomates_Bacteria_

RIFCSPHIGHO2_02_FULL_OP11_49_13_rifcsphigho2_02_scaffold_16914_16S_1_hypothetical_protein_id=87886520_bin=Candidatus_Beckwithbacteria_bacterium_RIFCSPHIGHO2_02_FULL_49_13_organism_tax=RIFCSPHIGHO2_01_FULL_OP11_Beckwithbacteria_49_39_curated_Beckwithbacteria_Microgenomates_Bacteria_

gwa2_scaffold_194_16S_1_hypothetical_protein_id=85268766_bin=GWA2_OP11_47_25_organism_tax=RIFCSPHIGHO2_01_FULL_OP11_Beckwithbacteria_49_39_curated_Beckwithbacteria_Microgenomates_Bacteria_

GWB1_scaffold_76_16S_1_hypothetical_protein_id=85268651_bin=GWB1_OP11_47_15_organism_tax=RIFCSPHIGHO2_01_FULL_OP11_Beckwithbacteria_49_39_curated_Beckwithbacteria_Microgenomates_Bacteria_organism_desc=May_be_same_as_GWC1_OP11_49_16_and_C2..._

gwf1_scaffold_787_16S_1_hypothetical_protein_id=85268998_bin=GWF1_OP11_46_12_organism_tax=Microgenomates_bacterium_GW2011_GWF2_46_18_Microgenomates_Bacteria_

gwd1_scaffold_233_16S_1_hypothetical_protein_id=85268693_bin=GWD1_OP11_47_13_organism_tax=Microgenomates_bacterium_GW2011_GWF2_46_18_Microgenomates_Bacteria_

gwe1_scaffold_352_16S_1_hypothetical_protein_id=85268746_bin=GWE1_OP11_ACD40_27_47_12_organism_tax=Microgenomates_Bacteria_

gwf2_scaffold_4368_16S_1_hypothetical_protein_id=85269053_bin=GWF2_OP11_46_18_organism_tax=Microgenomates_bacterium_GW2011_GWF2_46_18_Microgenomates_Bacteria_

gwe2_scaffold_657_16S_1_hypothetical_protein_id=85268650_bin=GWE2_OP11_38_30_organism_tax=Shapirobacteria_Microgenomates_Bacteria_organism_desc=Good_

gwf2_scaffold_2362_16S_1_hypothetical_protein_id=85268954_bin=GWF2_OP11−rel_37_20_organism_tax=Shapirobacteria_

gwf1_scaffold_1394_16S_1_hypothetical_protein_id=85268501_bin=GWF1_OP11_38_23_organism_tax=GWF1_OP11_38_23_Shapirobacteria_Microgenomates_Bacteria_

gwe1_scaffold_307_16S_1_hypothetical_protein_id=85268949_bin=GWE1_OP11_38_10_organism_tax=GWF1_OP11_38_23_Shapirobacteria_Microgenomates_Bacteria_

RBG_16_OP11_52_11_RBG_16_scaffold_4133_16S_1_hypothetical_protein_id=87163304_bin=Candidatus_Gottesmanbacteria_bacterium_RBG_16_52_11_organism_tax=RBG_16_OP11_Gottesmanbacteria_52_11_curated_

RIFCSPHIGHO2_02_FULL_OP11_40_24_rifcsphigho2_02_scaffold_3125_16S_1_hypothetical_protein_id=87873567_bin=Candidatus_Gottesmanbacteria_bacterium_RIFCSPHIGHO2_02_FULL_40_24_organism_tax=RIFCSPHIGHO2_12_FULL_OP11_Gottemanbacteria_40_13_curated_Gottesmanbacteria_Microgenomates_Bacteria_

RIFCSPLOWO2_12_FULL_OP11_42_10_rifcsplowo2_12_scaffold_5309_16S_1_hypothetical_protein_id=89120274_bin=Candidatus_Gottesmanbacteria_bacterium_RIFCSPLOWO2_12_FULL_42_10_organism_tax=RIFCSPLOWO2_01_FULL_OP11_Gottesmanbacteria_42_22_curated_Gottesmanbacteria_Microgenomates_Bacteria_

RIFCSPHIGHO2_02_FULL_OP11_37_9_rifcsphigho2_02_scaffold_35977_16S_1_hypothetical_protein_id=87852039_bin=Candidatus_Daviesbacteria_bacterium_RIFCSPHIGHO2_02_FULL_37_9_organism_tax=Daviesbacteria_Microgenomates_Bacteria_

Y2_MetaBAT.7_scaffold_1504_

gwf2_scaffold_15920_16S_1_hypothetical_protein_id=85269025_bin=GWF2_OP11_38_7_organism_tax=Daviesbacteria_Microgenomates_Bacteria_

gwc1_scaffold_23212_16S_1_hypothetical_protein_id=85269018_bin=GWC1_OP11_44_33_partial_organism_tax=Microgenomates_Bacteria_organism_desc=Partial_

RIFCSPLOWO2_02_OP11_41_11_rifcsplowo2_02_sub10_scaffold_73_16S_1_hypothetical_protein_id=88807004_bin=Candidatus_Curtissbacteria_bacterium_RIFCSPLOWO2_02_41_11_organism_tax=RIFCSPLOWO2_02_OP11_Curtissbacteria_41_11_curated_

RIFCSPHIGHO2_02_FULL_OP11_40_18_rifcsphigho2_02_scaffold_244_16S_1_hypothetical_protein_id=87872203_bin=Candidatus_Levybacteria_bacterium_RIFCSPHIGHO2_02_FULL_40_18_organism_tax=RIFCSPHIGHO2_01_FULL_OP11_Levybacteria_40_58_curated_Levybacteria_Microgenomates_Bacteria_

RIFCSPLOWO2_02_FULL_OP11_41_11_rifcsplowo2_02_scaffold_3061_16S_1_hypothetical_protein_id=88758707_bin=Candidatus_Levybacteria_bacterium_RIFCSPLOWO2_02_FULL_41_11_organism_tax=RIFCSPHIGHO2_01_FULL_OP11_Levybacteria_40_58_curated_Levybacteria_Microgenomates_Bacteria_

GWB1_scaffold_3999_16S_1_hypothetical_protein_id=85269125_bin=GWB1_OP11_39_7_organism_tax=GWB1_OP11_39_7_Levybacteria_Microgenomates_Bacteria_

RIFCSPLOWO2_12_FULL_OP11_39_17_rifcsplowo2_12_scaffold_7320_16S_1_hypothetical_protein_id=89113199_bin=Candidatus_Levybacteria_bacterium_RIFCSPLOWO2_12_FULL_39_17_organism_tax=RIFCSPLOWO2_12_FULL_OP11_Levybacteria_39_17_curated_

RIFCSPLOWO2_12_FULL_OP11_41_12_rifcsplowo2_12_scaffold_691_16S_1_hypothetical_protein_id=89117629_bin=Candidatus_Levybacteria_bacterium_RIFCSPLOWO2_12_FULL_41_12_organism_tax=Levybacteria_Microgenomates_Bacteria_

gwc1_scaffold_1088_16S_1_hypothetical_protein_id=85269077_bin=GWC1_OP11_40_19_organism_tax=Levybacteria_Microgenomates_Bacteria_organism_desc=Good_

gwa2_scaffold_9475_16S_1_hypothetical_protein_id=85268600_bin=GWA2_OP11_nov_40_8_organism_tax=GWA2_OP11_nov_40_8_Levybacteria_Microgenomates_Bacteria_

RIFCSPLOWO2_02_FULL_OP11_37_11_rifcsplowo2_02_scaffold_43405_16S_1_hypothetical_protein_id=88742322_bin=Candidatus_Levybacteria_bacterium_RIFCSPLOWO2_02_FULL_37_11_organism_tax=RIFCSPLOWO2_02_FULL_OP11_Levybacteria_37_11_curated_

gwa1_scaffold_11985_16S_1_hypothetical_protein_id=85268789_bin=GWA1_OP11_39_32_plus_organism_tax=Levybacteria_Microgenomates_Bacteria_organism_desc=ACD37−related_

gwe2_scaffold_1939_16S_1_hypothetical_protein_id=85268743_bin=WS6_GWE2_33_157_organism_tax=Dojkabacteria_organism_desc=RuBisCO_in_two_pieces._Fixed_rubisco_sequence_by_mapping_is_the_same_as_GWC1_33_20_IN_PAPER−_but_not_on_tree._

gwf2_scaffold_1_16S_1_hypothetical_protein_id=85268889_bin=GWF2_WS6_complete_39_15_organism_tax=Dojkabacteria_

GWF2_CPR3_35_18_gwf2_scaffold_115_16S_1_hypothetical_protein_id=86567562_bin=candidate_division_CPR3_bacterium_GWF2_35_18_organism_tax=GWF2_CPR3_35_18_CPR3_Bacteria_

gwf2_scaffold_115_16S_1_hypothetical_protein_id=85268526_bin=GWF2_CPR3_35_18_organism_tax=GWF2_CPR3_35_18_CPR3_Bacteria_

Y1_MetaBAT.7_scaffold_3299_

gwa2_scaffold_26432_16S_1_hypothetical_protein_id=85268948_bin=GWA2_Berkelbacteria_35_9_organism_tax=GWA2_Berkelbacteria_35_9_Berkelbacteria_Bacteria_

GWE1_ACD58_39_12_16S_1_hypothetical_protein_id=93627873_bin=GWE1_Berkelbacteria_39_12_organism_tax=GWE1_Berkelbacteria_39_12_organism_desc=Complete_genome__ACD58_lineage__

RIFCSPHIGHO2_01_SM2F11_48_18_rifcsphigho2_01_sub10_scaffold_1879_16S_1_hypothetical_protein_id=87593911_bin=Candidatus_Doudnabacteria_bacterium_RIFCSPHIGHO2_01_48_18_organism_tax=RIFCSPLOWO2_02_FULL_SM2F11_48_13_curated_SM2F11_Bacteria_

RIFCSPLOWO2_02_FULL_OD1_48_13_rifcsplowo2_02_scaffold_10680_16S_1_hypothetical_protein_id=88714175_bin=Candidatus_Doudnabacteria_bacterium_RIFCSPLOWO2_02_FULL_48_13_organism_tax=RIFCSPLOWO2_02_FULL_SM2F11_48_13_curated_

Y2_MetaBAT.38_scaffold_2838_

gwe1_scaffold_1453_16S_1_hypothetical_protein_id=85269141_bin=GWE1_OD1−i_ACD11_lin_49_15_organism_tax=Parcubacteria__Moranbacteria__bacterium_GW2011_GWE2_47_10_Parcubacteria_Bacteria_

X2_MetaBAT.25_scaffold_1848_

gwe2_scaffold_107_16S_1_hypothetical_protein_id=85268821_bin=GWE2_OD1_ACD1_35_20_organism_tax=GWE2_OD1_ACD1_35_20_Moranbacteria_Parcubacteria_Bacteria_organism_desc=Candidate_for_curation_

gwe1_scaffold_4_16S_1_hypothetical_protein_id=85268649_bin=GWE1_OD1−i_37_24_organism_tax=GWE2_OD1_ACD1_35_20_Moranbacteria_Parcubacteria_Bacteria_organism_desc=a431191170_

gwd2_scaffold_914_16S_1_hypothetical_protein_id=85268950_bin=GWD2_OD1_37_9_organism_tax=GWE2_OD1_ACD1_35_20_Moranbacteria_Parcubacteria_Bacteria_organism_desc=Good_

gwd1_scaffold_13_16S_1_hypothetical_protein_id=85268769_bin=GWD1_OD1_37_17_organism_tax=GWE2_OD1_ACD1_35_20_Moranbacteria_Parcubacteria_Bacteria_

RIFCSPHIGHO2_02_FULL_OD1_53_13_rifcsphigho2_02_scaffold_26536_16S_1_hypothetical_protein_id=87831095_bin=Candidatus_Uhrbacteria_bacterium_RIFCSPHIGHO2_02_FULL_53_13_organism_tax=RIFCSPHIGHO2_02_FULL_OD1_Uhrbacteria_53_13_curated_

RIFCSPLOWO2_02_FULL_OD1_53_10_rifcsplowo2_02_scaffold_26507_16S_1_hypothetical_protein_id=88730398_bin=Candidatus_Uhrbacteria_bacterium_RIFCSPLOWO2_02_FULL_53_10_organism_tax=RIFCSPHIGHO2_02_FULL_OD1_Uhrbacteria_53_13_curated_Uhrbacteria_Parcubacteria_Bacteria_

RIFCSPLOWO2_12_FULL_OD1_47_9_rifcsplowo2_12_scaffold_15646_16S_1_hypothetical_protein_id=89093897_bin=Candidatus_Uhrbacteria_bacterium_RIFCSPLOWO2_12_FULL_47_9_organism_tax=RIFCSPLOWO2_01_FULL_OD1_Uhrbacteria_47_17_curated_Uhrbacteria_Parcubacteria_Bacteria_

RIFCSPLOWO2_02_FULL_OD1_48_18_rifcsplowo2_02_scaffold_107_16S_1_hypothetical_protein_id=88716918_bin=Candidatus_Uhrbacteria_bacterium_RIFCSPLOWO2_02_FULL_48_18_organism_tax=RIFCSPLOWO2_01_FULL_OD1_Uhrbacteria_47_17_curated_Uhrbacteria_Parcubacteria_Bacteria_

RIFCSPHIGHO2_02_FULL_OD1_47_44_rifcsphigho2_02_scaffold_1116_16S_1_hypothetical_protein_id=87805351_bin=Candidatus_Uhrbacteria_bacterium_RIFCSPHIGHO2_02_FULL_47_44_organism_tax=RIFCSPLOWO2_01_FULL_OD1_Uhrbacteria_47_17_curated_Uhrbacteria_Parcubacteria_Bacteria_

gwa2_scaffold_1046_16S_1_hypothetical_protein_id=85269127_bin=GWA2_OD1_ACD66_42_220_organism_tax=GWB1_OD1_41_7_Uhrbacteria_Parcubacteria_Bacteria_

gwf1_scaffold_1495_16S_1_hypothetical_protein_id=85268976_bin=GWF2_OD1_41_40_organism_tax=GWB1_OD1_41_7_Uhrbacteria_Parcubacteria_Bacteria_

gwb2_scaffold_110_16S_1_hypothetical_protein_id=85268461_bin=GWB2_OD1_ACD66−rel_41_36_organism_tax=GWB1_OD1_41_7_Uhrbacteria_Parcubacteria_Bacteria_

GWB1_scaffold_403_16S_1_hypothetical_protein_id=85268626_bin=GWB1_OD1_41_7_organism_tax=GWB1_OD1_41_7_Uhrbacteria_Parcubacteria_Bacteria_

gwc1_scaffold_89_16S_1_hypothetical_protein_id=85269041_bin=GWC1_OD1_41_20_organism_tax=GWB1_OD1_41_7_Uhrbacteria_Parcubacteria_Bacteria_organism_desc=Similar_to_ACD66_C2_40_450_

gwe1_scaffold_82_16S_1_hypothetical_protein_id=85269161_bin=GWE1_OD1_ACD66_39_46_organism_tax=GWB1_OD1_41_7_Uhrbacteria_Parcubacteria_Bacteria_organism_desc=a219_

gwd2_scaffold_117_16S_1_hypothetical_protein_id=85268937_bin=GWD2_OD1_41_121_organism_tax=GWB1_OD1_41_7_Uhrbacteria_Parcubacteria_Bacteria_organism_desc=a2_

gwd1_scaffold_45_16S_1_hypothetical_protein_id=85268627_bin=GWD1_OD1_41_16_organism_tax=GWB1_OD1_41_7_Uhrbacteria_Parcubacteria_Bacteria_

gwf2_scaffold_1743_16S_1_hypothetical_protein_id=85268471_bin=GWF2_OD1_40_263_organism_tax=RIFOXYB2_FULL_OD1_Uhrbacteria_41_18_curated_Uhrbacteria_Parcubacteria_Bacteria_organism_desc=a61_

gwe2_scaffold_585_16S_1_hypothetical_protein_id=85269075_bin=GWE2_OD1_40_58_organism_tax=RIFOXYB2_FULL_OD1_Uhrbacteria_41_18_curated_Uhrbacteria_Parcubacteria_Bacteria_

gwf2_scaffold_2303_16S_1_hypothetical_protein_id=85268639_bin=GWF2_OD1_46_218_organism_tax=GWE2_OD1_46_68_Uhrbacteria_Parcubacteria_Bacteria_organism_desc=a60_

gwe2_scaffold_248_16S_1_hypothetical_protein_id=85269186_bin=GWE2_OD1_46_68_organism_tax=GWE2_OD1_46_68_Uhrbacteria_Parcubacteria_Bacteria_

gwe2_scaffold_3802_16S_1_hypothetical_protein_id=85268597_bin=GWE2_OD1_45_35_organism_tax=GWE2_OD1_45_35_Uhrbacteria_Parcubacteria_Bacteria_

gwf2_scaffold_12564_16S_1_hypothetical_protein_id=85268565_bin=GWF2_OD1_44_350_organism_tax=GWE2_OD1_45_35_Uhrbacteria_Parcubacteria_Bacteria_organism_desc=a36_

gwf2_scaffold_793_16S_1_hypothetical_protein_id=85269162_bin=GWF2_OD1_41_16_organism_tax=GWC2_OD1_41_11_Uhrbacteria_Parcubacteria_Bacteria_

gwa2_scaffold_23224_16S_1_hypothetical_protein_id=85268613_bin=GWA2_OD1_53_10_organism_tax=GWA2_OD1_53_10_Uhrbacteria_Parcubacteria_Bacteria_organism_desc=From_681_megabin_

RIFOXYB12_FULL_OD1_58_10_rifoxyb3_full_scaffold_204_16S_1_hypothetical_protein_id=89572255_bin=Candidatus_Uhrbacteria_bacterium_RIFOXYB12_FULL_58_10_organism_tax=RIFOXYB2_FULL_OD1_Uhrbacteria_57_15_curated_Uhrbacteria_Parcubacteria_Bacteria_

X2_MetaBAT.12_scaffold_207_

X4_MetaBAT.10_scaffold_240_

RIFCSPHIGHO2_02_FULL_OD1_60_44_rifcsphigho2_02_scaffold_10820_16S_1_hypothetical_protein_id=87845451_bin=Candidatus_Uhrbacteria_bacterium_RIFCSPHIGHO2_02_FULL_60_44_organism_tax=RIFCSPHIGHO2_12_FULL_OD1_Uhrbacteria_60_25_curated_Uhrbacteria_Parcubacteria_Bacteria_

gwa2_scaffold_71_16S_1_hypothetical_protein_id=85268443_bin=GWA2_OD1_42_32_organism_tax=Magasanikbacteria_Parcubacteria_Bacteria_

RIFCSPHIGHO2_02_FULL_OD1_47_14_rifcsphigho2_02_scaffold_8179_16S_1_hypothetical_protein_id=87800679_bin=Candidatus_Magasanikbacteria_bacterium_RIFCSPHIGHO2_02_FULL_47_14_organism_tax=RIFCSPHIGHO2_02_FULL_OD1_Magasanikbacteria_47_14_curated_

gwe2_scaffold_1937_16S_1_hypothetical_protein_id=85268451_bin=GWE2_OD1_42_7_organism_tax=Magasanikbacteria_Parcubacteria_Bacteria_

gwd2_scaffold_400_16S_1_hypothetical_protein_id=85268671_bin=GWD2_OD1_43_18_organism_tax=GWD2_OD1_43_18_Magasanikbacteria_Parcubacteria_Bacteria_organism_desc=Good_

gwa2_scaffold_2403_16S_1_hypothetical_protein_id=85268707_bin=GWA2_OD1_43_9_organism_tax=GWD2_OD1_43_18_Magasanikbacteria_Parcubacteria_Bacteria_organism_desc=Good_

RIFCSPLOWO2_02_FULL_OD1_43_22_rifcsplowo2_02_scaffold_8883_16S_1_hypothetical_protein_id=88679965_bin=Candidatus_Magasanikbacteria_bacterium_RIFCSPLOWO2_02_FULL_43_22_organism_tax=RIFCSPLOWO2_12_FULL_OD1_Magasanikbacteria_43_12_curated_Magasanikbacteria_Parcubacteria_Bacteria_

RIFCSPHIGHO2_02_FULL_OD1_44_13_rifcsphigho2_02_scaffold_8948_16S_1_hypothetical_protein_id=87774557_bin=Candidatus_Magasanikbacteria_bacterium_RIFCSPHIGHO2_02_FULL_44_13_organism_tax=RIFCSPLOWO2_12_FULL_OD1_Magasanikbacteria_43_12_curated_Magasanikbacteria_Parcubacteria_Bacteria_

RIFCSPLOWO2_12_FULL_OD1_43_12_rifcsplowo2_12_scaffold_3488_16S_1_hypothetical_protein_id=89069094_bin=Candidatus_Magasanikbacteria_bacterium_RIFCSPLOWO2_12_FULL_43_12_organism_tax=RIFCSPLOWO2_12_FULL_OD1_Magasanikbacteria_43_12_curated_

RIFCSPHIGHO2_02_FULL_OD1_50_9b_rifcsphigho2_02_scaffold_17619_16S_1_hypothetical_protein_id=87824454_bin=Candidatus_Magasanikbacteria_bacterium_RIFCSPHIGHO2_02_FULL_50_9b_organism_tax=RIFCSPHIGHO2_02_FULL_OD1_Magasanikbacteria_50_9b_curated_

gwa2_scaffold_2627_16S_1_hypothetical_protein_id=85268566_bin=GWA2_OD1_38_13_organism_tax=GWA2_OD1_38_13_Parcubacteria_Bacteria_

Y2_MetaBAT.31_scaffold_29_

RIFCSPLOWO2_02_FULL_OD1_44_20_rifcsplowo2_02_scaffold_818_16S_1_hypothetical_protein_id=88688647_bin=Candidatus_Jacksonbacteria_bacterium_RIFCSPLOWO2_02_FULL_44_20_organism_tax=RIFCSPLOWO2_02_FULL_RIF_OD1_02_44_20_curated_

RIFCSPHIGHO2_02_FULL_OD1_44_25_rifcsphigho2_02_scaffold_5175_16S_1_hypothetical_protein_id=87776375_bin=Candidatus_Jacksonbacteria_bacterium_RIFCSPHIGHO2_02_FULL_44_25_organism_tax=RIFCSPLOWO2_02_FULL_RIF_OD1_02_44_20_curated_RIF−OD1−2_Parcubacteria_Bacteria_

gwf2_scaffold_11751_16S_1_hypothetical_protein_id=85268509_bin=GWF2_OD1_44_17_organism_tax=RIFCSPLOWO2_02_FULL_RIF_OD1_02_44_20_curated_RIF−OD1−2_Parcubacteria_Bacteria_

RIFCSPLOWO2_12_FULL_OD1_44_15b_rifcsplowo2_12_scaffold_3738_16S_1_hypothetical_protein_id=89076117_bin=Candidatus_Jacksonbacteria_bacterium_RIFCSPLOWO2_12_FULL_44_15b_organism_tax=RIFCSPLOWO2_02_FULL_RIF_OD1_02_44_20_curated_RIF−OD1−2_Parcubacteria_Bacteria_

gwa2_scaffold_7887_16S_1_hypothetical_protein_id=85269160_bin=GWA2_OD1_44_12_organism_tax=GWA2_OD1_44_12_Parcubacteria_Bacteria_

RIFCSPHIGHO2_02_FULL_OD1_43_10_rifcsphigho2_02_scaffold_17128_16S_1_hypothetical_protein_id=87835937_bin=Candidatus_Jacksonbacteria_bacterium_RIFCSPHIGHO2_02_FULL_43_10_organism_tax=RIFCSPLOWO2_01_FULL_RIF_OD1_02_44_13_curated_RIF−OD1−2_Parcubacteria_Bacteria_

RIFCSPHIGHO2_02_FULL_OD1_56_16_rifcsphigho2_02_scaffold_5834_16S_1_hypothetical_protein_id=87841149_bin=Candidatus_Buchananbacteria_bacterium_RIFCSPHIGHO2_02_FULL_56_16_organism_tax=RIFCSPHIGHO2_02_FULL_OD1_Falkowbacteria_56_16_curated_

gwa2_scaffold_3634_16S_1_hypothetical_protein_id=85268741_bin=GWA2_OD1_43_17_A823_organism_tax=Parcubacteria_Bacteria_

gwf2_scaffold_4054_16S_1_hypothetical_protein_id=85269074_bin=GWF2_OD1_45_11_organism_tax=GWF2_OD1_45_11_Parcubacteria_Bacteria_organism_desc=Good_

gwa2_scaffold_4467_16S_1_hypothetical_protein_id=85268791_bin=GWA2_OD1_48_9_organism_tax=RIFCSPLOWO2_01_FULL_RIF_OD1_01_48_11_curated_RIF−OD1−1_Parcubacteria_Bacteria_

gwd2_scaffold_5196_16S_1_hypothetical_protein_id=85268883_bin=GWD2_OD1_43_10_organism_tax=Parcubacteria_Bacteria_organism_desc=a166_

X1_MetaBAT.2_scaffold_2213_

Y4_MetaBAT.36_scaffold_1855_

Y2_MetaBAT.18_scaffold_880_

X3_MetaBAT.20_scaffold_2116_

gwa2_scaffold_527_16S_1_hypothetical_protein_id=85269126_bin=GWA2_OD1_40_23_organism_tax=GWC2_OD1_39_14_Parcubacteria_Bacteria_

gwa2_scaffold_985_16S_1_hypothetical_protein_id=85268962_bin=GWA2_OD1_47_26_organism_tax=GWA2_OD1_47_26_Parcubacteria_Bacteria_

gwf2_scaffold_285_16S_1_hypothetical_protein_id=85268828_bin=GWF2_OD1_43_32_organism_tax=GWF2_OD1_43_32_Falkowbacteria_Parcubacteria_Bacteria_

gwf2_scaffold_1724_16S_1_hypothetical_protein_id=85268955_bin=GWF2_OD1_39_8_organism_tax=GWE2_OD1_39_37_Parcubacteria_Bacteria_

gwa2_scaffold_15228_16S_1_hypothetical_protein_id=85268781_bin=GWA2_OD1_41_14_partial_organism_tax=GWA2_OD1_41_14_partial_Falkowbacteria_Parcubacteria_Bacteria_

gwf2_scaffold_324_16S_1_hypothetical_protein_id=85269019_bin=GWF2_OD1_38_1205_organism_tax=GWD2_OD1_38_42_Falkowbacteria_Parcubacteria_Bacteria_

gwe2_scaffold_149_16S_1_hypothetical_protein_id=85268903_bin=GWE2_OD1_38_254_organism_tax=GWD2_OD1_38_42_Falkowbacteria_Parcubacteria_Bacteria_

gwe1_scaffold_34_16S_1_hypothetical_protein_id=85268683_bin=GWE1_OD1_38_31_organism_tax=GWD2_OD1_38_42_Falkowbacteria_Parcubacteria_Bacteria_organism_desc=a435_

gwf1_scaffold_53_16S_1_hypothetical_protein_id=85268702_bin=GWF1_OD1_38_22_organism_tax=GWD2_OD1_38_42_Falkowbacteria_Parcubacteria_Bacteria_

gwd2_scaffold_84_16S_1_hypothetical_protein_id=85268552_bin=GWD2_OD1_38_42_organism_tax=GWD2_OD1_38_42_Falkowbacteria_Parcubacteria_Bacteria_organism_desc=a4_

RIFCSPHIGHO2_02_FULL_OD1_45_15_rifcsphigho2_02_scaffold_17800_16S_1_hypothetical_protein_id=87784894_bin=Candidatus_Falkowbacteria_bacterium_RIFCSPHIGHO2_02_FULL_45_15_organism_tax=RIFCSPHIGHO2_02_FULL_OD1_Falkowbacteria_45_15_curated_

RIFCSPLOWO2_02_FULL_OD1_45_15_rifcsplowo2_02_scaffold_3461_16S_1_hypothetical_protein_id=88698986_bin=Candidatus_Falkowbacteria_bacterium_RIFCSPLOWO2_02_FULL_45_15_organism_tax=RIFCSPHIGHO2_02_FULL_OD1_Falkowbacteria_45_15_curated_Falkowbacteria_Parcubacteria_Bacteria_

RIFCSPLOWO2_12_FULL_OD1_45_10_rifcsplowo2_12_scaffold_30152_16S_1_hypothetical_protein_id=89080278_bin=Candidatus_Falkowbacteria_bacterium_RIFCSPLOWO2_12_FULL_45_10_organism_tax=RIFCSPHIGHO2_02_FULL_OD1_Falkowbacteria_45_15_curated_Falkowbacteria_Parcubacteria_Bacteria_

GWB1_scaffold_2040_16S_1_hypothetical_protein_id=85268474_bin=GWB1_OD1_40_14_organism_tax=GWB1_OD1_40_14_Parcubacteria_Bacteria_

RIFCSPHIGHO2_02_FULL_CPR_43_14_rifcsphigho2_02_scaffold_7482_16S_1_hypothetical_protein_id=87625481_bin=Candidatus_Terrybacteria_bacterium_RIFCSPHIGHO2_02_FULL_43_14_organism_tax=RIFCSPLOWO2_01_FULL_OD1_44_24_curated_Parcubacteria_Bacteria_

Y1_MetaBAT.1_scaffold_1250_

RIFCSPHIGHO2_02_FULL_OD1_48_16_rifcsphigho2_02_scaffold_12665_16S_1_hypothetical_protein_id=87809238_bin=Candidatus_Wildermuthbacteria_bacterium_RIFCSPHIGHO2_02_FULL_48_16_organism_tax=RIFCSPHIGHO2_02_FULL_RIF_OD1_07_48_16_curated_

gwc1_scaffold_100_16S_1_hypothetical_protein_id=85269153_bin=GWC1_OD1_48_11_organism_tax=Parcubacteria_bacterium_GW2011_GWA1_49_26_Parcubacteria_Bacteria_organism_desc=Possibly_a_candidate_for_curation_

Y2_MetaBAT.30_scaffold_465_

RIFCSPLOWO2_02_FULL_OD1_47_10_rifcsplowo2_02_scaffold_18079_16S_1_hypothetical_protein_id=88707218_bin=Candidatus_Wildermuthbacteria_bacterium_RIFCSPLOWO2_02_FULL_47_10_organism_tax=RIFCSPHIGHO2_01_FULL_RIF_OD1_07_47_27_curated_RIF−OD1−7_Parcubacteria_Bacteria_

GWB1_scaffold_7466_16S_1_hypothetical_protein_id=85268705_bin=GWB1_OD1_42_6_organism_tax=GWB1_OD1_42_6_Parcubacteria_Bacteria_

gwc1_scaffold_1955_16S_1_hypothetical_protein_id=85268452_bin=GWC1_OD1_43_12_organism_tax=Parcubacteria_Bacteria_organism_desc=Good_

GWB1_scaffold_14759_16S_1_hypothetical_protein_id=85269183_bin=GWB1_OD1_47_6_organism_tax=Parcubacteria_Bacteria_

RIFCSPHIGHO2_02_FULL_OD1_47_25_rifcsphigho2_02_scaffold_105786_16S_1_hypothetical_protein_id=87803167_bin=Candidatus_Ryanbacteria_bacterium_RIFCSPHIGHO2_02_FULL_47_25_organism_tax=GWA2_OD1_47_10b_Parcubacteria_Bacteria_

RIFCSPHIGHO2_02_FULL_OD1_48_12_rifcsphigho2_02_scaffold_543_16S_1_hypothetical_protein_id=87807881_bin=Candidatus_Ryanbacteria_bacterium_RIFCSPHIGHO2_02_FULL_48_12_organism_tax=RIFCSPHIGHO2_02_FULL_RIF_OD1_12_48_12_curated_

RIFCSPHIGHO2_02_FULL_Gammaproteobacteria_60_43_rifcsphigho2_02_scaffold_456906_16S_1_hypothetical_protein_id=87707882_bin=Pseudomonadales_bacterium_RIFCSPHIGHO2_02_FULL_60_43_organism_tax=RIFCSPHIGHO2_02_FULL_Gammaproteobacteria_60_43_curated_

gwa2_scaffold_12417_16S_1_hypothetical_protein_id=85269001_bin=GWA2_OD1_42_35_partial_organism_tax=Parcubacteria_bacterium_GW2011_GWA2_42_35_Parcubacteria_Bacteria_

GWB1_scaffold_5418_16S_1_hypothetical_protein_id=85269140_bin=GWB1_OD1_41_6_partial_organism_tax=GWB1_OD1_41_6_partial_Parcubacteria_Bacteria_

RIFCSPLOWO2_12_FULL_OD1_44_9_rifcsplowo2_12_scaffold_4384_16S_1_hypothetical_protein_id=89079572_bin=Candidatus_Taylorbacteria_bacterium_RIFCSPLOWO2_12_FULL_44_9_organism_tax=RIFCSPHIGHO2_12_FULL_RIF_OD1_11_45_16_curated_RIF−OD1−11_Parcubacteria_Bacteria_

gwf1_scaffold_4436_16S_1_hypothetical_protein_id=85268554_bin=GWF1_OD1_40_6_organism_tax=Nomurabacteria_Parcubacteria_Bacteria_

gwf2_scaffold_1426_16S_1_hypothetical_protein_id=85269076_bin=GWF2_OD1_38_76_organism_tax=GWF2_OD1_38_76_Parcubacteria_Bacteria_organism_desc=a141_

gwd1_scaffold_3_16S_1_hypothetical_protein_id=85268440_bin=GWD1_OD1_35_49_organism_tax=GWD1_OD1_35_49_Campbellbacteria_Parcubacteria_Bacteria_

gwd2_scaffold_4_16S_1_hypothetical_protein_id=85269047_bin=GWD2_OD1_35_24_organism_tax=GWD1_OD1_35_49_Campbellbacteria_Parcubacteria_Bacteria_organism_desc=seems_same_GWC2_34_28_complete_

gwc1_scaffold_5_16S_1_hypothetical_protein_id=85268628_bin=GWC1_OD1_35_31_organism_tax=GWD1_OD1_35_49_Campbellbacteria_Parcubacteria_Bacteria_organism_desc=Good_

gwd2_scaffold_788_16S_1_hypothetical_protein_id=85268690_bin=GWD2_OD1_42_14_organism_tax=GWD2_OD1_42_14_Parcubacteria_Bacteria_organism_desc=Good_

X1_MetaBAT.7_scaffold_229_

Y3_MetaBAT.74_scaffold_2318_

Y2_MetaBAT.8_scaffold_9_

RIFCSPLOWO2_02_FULL_OD1_56_11_rifcsplowo2_02_scaffold_26378_16S_1_hypothetical_protein_id=88734691_bin=Candidatus_Kaiserbacteria_bacterium_RIFCSPLOWO2_02_FULL_56_11_organism_tax=RIFCSPHIGHO2_12_FULL_OD1_Kaiserbacteria_56_13_curated_Kaiserbacteria_Parcubacteria_Bacteria_

Y2_MetaBAT.56_scaffold_1622_

RIFCSPHIGHO2_02_FULL_OD1_52_17_rifcsphigho2_02_scaffold_54896_16S_1_hypothetical_protein_id=87829314_bin=Candidatus_Adlerbacteria_bacterium_RIFCSPHIGHO2_02_FULL_52_17_organism_tax=RIFCSPHIGHO2_02_FULL_OD1_Adlerbacteria_52_17_curated_

RIFCSPLOWO2_12_FULL_OD1_50_10_rifcsplowo2_12_scaffold_8429_16S_1_hypothetical_protein_id=89102873_bin=Candidatus_Kaiserbacteria_bacterium_RIFCSPLOWO2_12_FULL_50_10_organism_tax=RIFCSPLOWO2_12_FULL_OD1_Kaiserbacteria_50_10_curated_

RIFCSPLOWO2_12_FULL_CPR_45_26_rifcsplowo2_12_scaffold_0_16S_1_hypothetical_protein_id=88987135_bin=Candidatus_Kaiserbacteria_bacterium_RIFCSPLOWO2_12_FULL_45_26_organism_tax=RIFCSPLOWO2_12_FULL_OD1_Kaiserbacteria_45_26_curated_

RIFCSPLOWO2_02_FULL_OD1_45_11b_rifcsplowo2_02_scaffold_419_16S_1_hypothetical_protein_id=88694780_bin=Candidatus_Kaiserbacteria_bacterium_RIFCSPLOWO2_02_FULL_45_11b_organism_tax=RIFCSPLOWO2_12_FULL_OD1_Kaiserbacteria_45_26_curated_Kaiserbacteria_Parcubacteria_Bacteria_

X2_MetaBAT.16_scaffold_107_

RIFCSPLOWO2_12_FULL_OD1_39_16_rifcsplowo2_12_scaffold_37581_16S_1_hypothetical_protein_id=89055892_bin=Candidatus_Zambryskibacteria_bacterium_RIFCSPLOWO2_12_FULL_39_16_organism_tax=RIFCSPLOWO2_12_FULL_RIF_OD1_10_39_16_curated_

gwf2_scaffold_22962_16S_1_hypothetical_protein_id=85268473_bin=GWF2_OD1_42_22_organism_tax=Azambacteria_Parcubacteria_Bacteria_organism_desc=Curated_version_is_GWC2_OD1_43_27_

RIFCSPLOWO2_02_FULL_OD1_51_21_rifcsplowo2_02_scaffold_10707_16S_1_hypothetical_protein_id=88728635_bin=Candidatus_Zambryskibacteria_bacterium_RIFCSPLOWO2_02_FULL_51_21_organism_tax=RIFCSPHIGHO2_02_FULL_RIF_OD1_10_43_37_curated_RIF−OD1−1_Parcubacteria_Bacteria_

gwa2_scaffold_19248_16S_1_hypothetical_protein_id=85268687_bin=GWA2_OD1_40_14_organism_tax=RIFCSPLOWO2_02_RIF_OD1_10_39_10_curated_RIF−OD1−1_Parcubacteria_Bacteria_

gwf2_scaffold_6138_16S_1_hypothetical_protein_id=85269197_bin=GWF2_OD1_40_69_organism_tax=Parcubacteria_bacterium_GW2011_GWE2_42_14_Parcubacteria_Bacteria_organism_desc=a767_

gwe1_scaffold_85_16S_1_hypothetical_protein_id=85269021_bin=GWE1_OD1_40_20_organism_tax=Parcubacteria_bacterium_GW2011_GWE2_42_14_Parcubacteria_Bacteria_organism_desc=a301_

gwe2_scaffold_171_16S_1_hypothetical_protein_id=85269118_bin=GWE2_OD1_42_14_organism_tax=Parcubacteria_bacterium_GW2011_GWE2_42_14_Parcubacteria_Bacteria_

gwc1_scaffold_331_16S_1_hypothetical_protein_id=85268446_bin=GWC1_OD1−like_39_12_organism_tax=Parcubacteria_bacterium_GW2011_GWE2_42_14_Parcubacteria_Bacteria_

gwf1_scaffold_868_16S_1_hypothetical_protein_id=85268980_bin=GWF1_OD1_39_37_organism_tax=Parcubacteria_bacterium_GW2011_GWE2_42_14_Parcubacteria_Bacteria_

RIFCSPHIGHO2_02_FULL_OD1_38_15_rifcsphigho2_02_scaffold_1770_16S_1_hypothetical_protein_id=87732623_bin=Candidatus_Nomurabacteria_bacterium_RIFCSPHIGHO2_02_FULL_38_15_organism_tax=RIFCSPHIGHO2_02_FULL_OD1_Nomurabacteria_38_15_curated_

gwe2_scaffold_346_16S_1_hypothetical_protein_id=85269044_bin=GWE2_OD1_36_115_organism_tax=GWF1_OD1_36_47_Nomurabacteria_Parcubacteria_Bacteria_

gwc1_scaffold_148_16S_1_hypothetical_protein_id=85268906_bin=GWC1_OD1_37_9_organism_tax=GWF1_OD1_36_47_Nomurabacteria_Parcubacteria_Bacteria_

gwd2_scaffold_0_16S_1_hypothetical_protein_id=85269011_bin=GWD2_OD1_36_14_organism_tax=GWF1_OD1_36_47_Nomurabacteria_Parcubacteria_Bacteria_organism_desc=Excellent__candidate_for_curation__if_not_done_already__

gwd1_scaffold_0_16S_1_hypothetical_protein_id=85268974_bin=GWF2_OD1_36_19_organism_tax=GWF1_OD1_36_47_Nomurabacteria_Parcubacteria_Bacteria_

GWB1_scaffold_8114_16S_1_hypothetical_protein_id=85269079_bin=GWB1_OD1_35_20_organism_tax=GWB1_OD1_35_20_Nomurabacteria_Parcubacteria_Bacteria_

gwe1_scaffold_35_16S_1_hypothetical_protein_id=85268419_bin=GWE1_OD1_32_28_organism_tax=GWE2_OD1_31_40_Nomurabacteria_Parcubacteria_Bacteria_organism_desc=good__Candidate_for_curation_

RifCSPlowO2_12_OD1_40_14_rifcsplowo2_12_sub10_scaffold_445_16S_1_hypothetical_protein_id=89161475_bin=Candidatus_Nomurabacteria_bacterium_RIFCSPLOWO2_12_40_14_organism_tax=Nomurabacteria_Parcubacteria_Bacteria_

RIFCSPLOWO2_02_OD1_rel_40_28_rifcsplowo2_02_sub10_scaffold_101_16S_1_hypothetical_protein_id=88805833_bin=Candidatus_Nomurabacteria_bacterium_RIFCSPLOWO2_02_40_28_organism_tax=Nomurabacteria_Parcubacteria_Bacteria_

gwd2_scaffold_730_16S_1_hypothetical_protein_id=85269111_bin=GWD2_OD1_39_12_organism_tax=Nomurabacteria_Parcubacteria_Bacteria_organism_desc=a196_

RIFCSPHIGHO2_02_FULL_OD1_42_24_rifcsphigho2_02_scaffold_52916_16S_1_hypothetical_protein_id=87755345_bin=Candidatus_Nomurabacteria_bacterium_RIFCSPHIGHO2_02_FULL_42_24_organism_tax=GWA2_OD1_42_18_Parcubacteria_Bacteria_

gwd1_scaffold_865_16S_1_hypothetical_protein_id=85269008_bin=GWD1_OD1_44_10_partial_organism_tax=GWA1_OD1_44_13_Parcubacteria_Bacteria_organism_desc=Partial_

gwa2_scaffold_17518_16S_1_hypothetical_protein_id=85268665_bin=GWA2_OD1_42_41_partial_organism_tax=Nomurabacteria_Parcubacteria_Bacteria_

RIFCSPHIGHO2_02_FULL_OD1_44_14_rifcsphigho2_02_scaffold_7684_16S_1_hypothetical_protein_id=87775385_bin=Candidatus_Yonathbacteria_bacterium_RIFCSPHIGHO2_02_FULL_44_14_organism_tax=RIFCSPHIGHO2_01_FULL_RIF_OD1_09_44_41_curated_RIF−OD1−9_Parcubacteria_Bacteria_

Y5_MetaBAT.30_scaffold_20_

RIFCSPHIGHO2_02_FULL_OD1_50_18_rifcsphigho2_02_scaffold_48480_16S_1_hypothetical_protein_id=87821998_bin=Candidatus_Lloydbacteria_bacterium_RIFCSPHIGHO2_02_FULL_50_18_organism_tax=RIFCSPHIGHO2_01_FULL_RIF_OD1_09_49_22_curated_RIF−OD1−9_Parcubacteria_Bacteria_

RIFCSPLOWO2_02_FULL_OD1_54_12_rifcsplowo2_02_scaffold_4003_16S_1_hypothetical_protein_id=88731892_bin=Candidatus_Lloydbacteria_bacterium_RIFCSPLOWO2_02_FULL_54_12_organism_tax=RIFCSPLOWO2_02_FULL_RIF_OD1_09_54_12_curated_

gwf2_scaffold_11934_16S_1_hypothetical_protein_id=85269176_bin=GWF2_OD1_52_12_organism_tax=Parcubacteria_Bacteria_

gwc1_scaffold_2658_16S_1_hypothetical_protein_id=85268884_bin=GWC1_OD1_51_35_organism_tax=Parcubacteria_bacterium_GW2011_GWC1_51_35_Parcubacteria_Bacteria_

GWA1_OD1_51_14_gwa1_scaffold_3351_16S_1_hypothetical_protein_id=85851115_bin=Candidatus_Vogelbacteria_bacterium_GWA1_51_14_organism_tax=GWA1_OD1_51_14_curated_

X2_MetaBAT.26_scaffold_1686_

gwb2_scaffold_4737_16S_1_hypothetical_protein_id=85269051_bin=GWB2_OD1_40_8_partial_organism_tax=Parcubacteria_Bacteria_organism_desc=Moderate__in_CP_radiation_

gwd2_scaffold_883_16S_1_hypothetical_protein_id=85268995_bin=GWD2_OD1_40_9_organism_tax=Parcubacteria_Bacteria_organism_desc=a139_

gwa2_scaffold_136_16S_1_hypothetical_protein_id=85269192_bin=GWA2_OD1_40_143_organism_tax=Parcubacteria_Bacteria_

RIFCSPLOWO2_12_FULL_OD1_38_22_rifcsplowo2_12_scaffold_972_16S_1_hypothetical_protein_id=89055282_bin=Candidatus_Spechtbacteria_bacterium_RIFCSPLOWO2_12_FULL_38_22_organism_tax=RIFCSPLOWO2_12_FULL_RIF_OD1_05_38_22_curated_

gwf2_scaffold_12527_16S_1_hypothetical_protein_id=85268752_bin=GWF2_OD1_43_596_organism_tax=GWF2_OD1_43_596_Yanofskybacteria_Parcubacteria_Bacteria_organism_desc=a129_

gwc1_scaffold_5904_16S_1_hypothetical_protein_id=85268785_bin=GWC1_OD1_48_11_organism_tax=Parcubacteria_bacterium_GW2011_GWA1_49_26_Parcubacteria_Bacteria_organism_desc=Possibly_a_candidate_for_curation_

RIFCSPLOWO2_02_FULL_OD1_44_18_rifcsplowo2_02_scaffold_26079_16S_1_hypothetical_protein_id=88687522_bin=Candidatus_Yanofskybacteria_bacterium_RIFCSPLOWO2_02_FULL_44_18_organism_tax=Yanofskybacteria_Parcubacteria_Bacteria_

gwe2_scaffold_2278_16S_1_hypothetical_protein_id=85268935_bin=GWE2_OD1_37_8_organism_tax=Parcubacteria_Bacteria_

gwc1_scaffold_28_16S_1_hypothetical_protein_id=85269173_bin=GWC1_OD1_38_17_organism_tax=GWC1_OD1_38_17_Parcubacteria_Bacteria_organism_desc=Good_+_Candidate_for_curation_

gwd1_scaffold_9_16S_1_hypothetical_protein_id=85268786_bin=GWD1_OD1_38_16_organism_tax=GWC1_OD1_38_17_Parcubacteria_Bacteria_

gwd2_scaffold_100_16S_1_hypothetical_protein_id=85268611_bin=GWD2_OD1_38_12_organism_tax=GWC1_OD1_38_17_Parcubacteria_Bacteria_organism_desc=Good_+_

gwf2_scaffold_15_16S_1_hypothetical_protein_id=85268874_bin=GWF2_OD1_42_22_organism_tax=Azambacteria_Parcubacteria_Bacteria_organism_desc=Curated_version_is_GWC2_OD1_43_27_

gwe1_scaffold_3634_16S_1_hypothetical_protein_id=85268664_bin=GWE1_OD1_42_9_organism_tax=Parcubacteria_Bacteria_

gwd1_scaffold_27_16S_1_hypothetical_protein_id=85269035_bin=GWD1_OD1_43_18_organism_tax=Azambacteria_Parcubacteria_Bacteria_organism_desc=Same_as_C1_43_61_and_C2_43_27_Curated_version_is_GWC2_OD1_43_27_

RIFCSPLOWO2_02_FULL_OD1_46_11_rifcsplowo2_02_scaffold_58289_16S_1_hypothetical_protein_id=88702187_bin=Candidatus_Azambacteria_bacterium_RIFCSPLOWO2_02_FULL_46_11_organism_tax=RIFCSPLOWO2_01_FULL_OD1_46_26_curated_Microgenomates_Bacteria_

gwd2_scaffold_2142_16S_1_hypothetical_protein_id=85268583_bin=GWD2_OD1_46_48_organism_tax=Azambacteria_Parcubacteria_Bacteria_organism_desc=a34_

RIFCSPHIGHO2_01_CP_46_10_rifcsphigho2_01_sub10_scaffold_2476_16S_1_hypothetical_protein_id=87301477_bin=Candidatus_Azambacteria_bacterium_RIFCSPHIGHO2_01_46_10_organism_tax=RIFCSPLOWO2_01_FULL_OD1_46_26_curated_Microgenomates_Bacteria_

GWB1_scaffold_31375_16S_1_hypothetical_protein_id=85268927_bin=GWB1_OD1_46_27_organism_tax=Azambacteria_Parcubacteria_Bacteria_

gwb2_scaffold_8290_16S_1_hypothetical_protein_id=85268436_bin=GWB2_OD1_rel_46_37_organism_tax=Azambacteria_Parcubacteria_Bacteria_

RIFCSPHIGHO2_02_OD1_46_12_rifcsphigho2_02_sub10_scaffold_1584_16S_1_hypothetical_protein_id=87916357_bin=Candidatus_Azambacteria_bacterium_RIFCSPHIGHO2_02_46_12_organism_tax=RIFCSPLOWO2_01_FULL_OD1_46_26_curated_Microgenomates_Bacteria_

gwc1_scaffold_5267_16S_1_hypothetical_protein_id=85268994_bin=GWC1_OD1−like_46_13_organism_tax=GWC1_OD1−like_46_13_Azambacteria_Parcubacteria_Bacteria_

gwe2_scaffold_7509_16S_1_hypothetical_protein_id=85269128_bin=GWE2_OD1_46_45_partial_organism_tax=GWE2_OD1_46_45_partial_Azambacteria_Parcubacteria_Bacteria_organism_desc=Partial_

gwc1_scaffold_1927_16S_1_hypothetical_protein_id=85269172_bin=GWC1_OD1_41_7_organism_tax=GWC1_OD1_41_7_Parcubacteria_Bacteria_

Y5_MetaBAT.41_scaffold_66_

GWB1_scaffold_9_16S_1_hypothetical_protein_id=85268793_bin=GWB1_OD1_49_9_organism_tax=GWA1_OD1_48_11_Jorgensenbacteria_Parcubacteria_Bacteria_organism_desc=Good__candidate_for_curation_

gwa1_scaffold_38_16S_1_hypothetical_protein_id=85268827_bin=GWA1_OD1_48_11_organism_tax=GWA1_OD1_48_11_Jorgensenbacteria_Parcubacteria_Bacteria_organism_desc=Good_

gwa1_scaffold_204_16S_1_hypothetical_protein_id=85268685_bin=GWA1_OD1_48_13_organism_tax=Jorgensenbacteria_Parcubacteria_Bacteria_organism_desc=Good_

GWB1_scaffold_144_16S_1_hypothetical_protein_id=85268956_bin=GWB1_OD1_50_10_organism_tax=GWB1_OD1_50_10_Jorgensenbacteria_Parcubacteria_Bacteria_

GWA1_OD1_54_12_gwa1_scaffold_1365_16S_1_hypothetical_protein_id=85851750_bin=Candidatus_Jorgensenbacteria_bacterium_GWA1_54_12_organism_tax=GWA1_OD1_Jorgensenbacteria_54_12_curated_

RIFCSPLOWO2_02_FULL_OD1_45_10c_rifcsplowo2_02_scaffold_2560_16S_1_hypothetical_protein_id=88693125_bin=Candidatus_Harrisonbacteria_bacterium_RIFCSPLOWO2_02_FULL_45_10c_organism_tax=RIFCSPLOWO2_02_FULL_OD1_Wolfebacteria_45_10c_curated_

X4_MetaBAT.26_scaffold_1377_

Y2_MetaBAT.3_scaffold_4_

gwa1_scaffold_1535_16S_1_hypothetical_protein_id=85268742_bin=GWA1_OD1_48_11_plus_organism_tax=Parcubacteria_Bacteria_organism_desc=Two_plus_minus_

gwa2_scaffold_18535_16S_1_hypothetical_protein_id=85268710_bin=GWA2_OD1_47_8b_organism_tax=Parcubacteria_bacterium_GW2011_GWA2_47_8b_Parcubacteria_Bacteria_

GWB1_scaffold_1839_16S_1_hypothetical_protein_id=85268753_bin=GWB1_OD1_47_6_organism_tax=Parcubacteria_Bacteria_

RIFCSPHIGHO2_02_FULL_OD1_40_20_rifcsphigho2_02_scaffold_2846_16S_1_hypothetical_protein_id=87743783_bin=Candidatus_Harrisonbacteria_bacterium_RIFCSPHIGHO2_02_FULL_40_20_organism_tax=RIFCSPLOWO2_02_FULL_OD1_Wolfebacteria_41_13b_curated_Wolfebacteria_Parcubacteria_Bacteria_

RIFCSPLOWO2_02_FULL_OD1_41_13b_rifcsplowo2_02_scaffold_727_16S_1_hypothetical_protein_id=88671565_bin=Candidatus_Harrisonbacteria_bacterium_RIFCSPLOWO2_02_FULL_41_13b_organism_tax=RIFCSPLOWO2_02_FULL_OD1_Wolfebacteria_41_13b_curated_

gwe2_scaffold_1317_16S_1_hypothetical_protein_id=85268679_bin=GWE2_OD1_ACD81_44_13_organism_tax=GWE2_OD1_ACD81_44_13_Wolfebacteria_Parcubacteria_Bacteria_organism_desc=Is_this_the_finished_genome__5_pieces_in_bin__

gwc1_scaffold_2241_16S_1_hypothetical_protein_id=85268708_bin=GWC1_OD1_ACD81_47_103_organism_tax=GWB2_OD1_ACD81_rel_46_69_Wolfebacteria_Parcubacteria_Bacteria_

gwd2_scaffold_625_16S_1_hypothetical_protein_id=85268719_bin=GWD2_OD1_ACD81_47_17_organism_tax=GWB2_OD1_ACD81_rel_46_69_Wolfebacteria_Parcubacteria_Bacteria_organism_desc=a16_

GWB1_sub10_ACD81_Chromosome_FINAL_16S_1_hypothetical_protein_id=93627877_bin=GWB1_SUB10_ACD81_organism_tax=GWB1_SUB10_ACD81_organism_desc=Complete_

gwa2_scaffold_8086_16S_1_hypothetical_protein_id=85268701_bin=GWA2_OD1_ACD81_47_9_organism_tax=GWB2_OD1_ACD81_rel_46_69_Wolfebacteria_Parcubacteria_Bacteria_

GWB1_scaffold_5282_16S_1_hypothetical_protein_id=85269108_bin=GWB1_OD1_ACD81_47_243_organism_tax=GWB2_OD1_ACD81_rel_46_69_Wolfebacteria_Parcubacteria_Bacteria_organism_desc=see_complete_genome_from_sub10_

gwb2_scaffold_708_16S_1_hypothetical_protein_id=85268784_bin=GWB2_OD1_ACD81_rel_46_69_organism_tax=GWB2_OD1_ACD81_rel_46_69_Wolfebacteria_Parcubacteria_Bacteria_

gwc1_scaffold_841_16S_1_hypothetical_protein_id=85269189_bin=GWC1_OD1_37_10_organism_tax=GWC1_OD1_37_10_Wolfebacteria_Parcubacteria_Bacteria_organism_desc=ACD18−related_

gwa1_scaffold_43_16S_1_hypothetical_protein_id=85269184_bin=GWA1_OD1_44_24_partial_organism_tax=GWA1_OD1_44_24_partial_organism_desc=Partial_but_promising_

GWB1_scaffold_5780_16S_1_hypothetical_protein_id=85269157_bin=GWB1_OD1_41_12_organism_tax=Wolfebacteria_Parcubacteria_Bacteria_

gwa2_scaffold_1432_16S_1_hypothetical_protein_id=85268899_bin=GWA2_OD1_rel_E2_38_254_42_10_organism_tax=GWA1_OD1_44_24_partial_Wolfebacteria_Parcubacteria_Bacteria_

RIFCSPLOWO2_12_FULL_OD1_43_11_rifcsplowo2_12_scaffold_13429_16S_1_hypothetical_protein_id=89066253_bin=Candidatus_Colwellbacteria_bacterium_RIFCSPLOWO2_12_FULL_43_11_organism_tax=RIFCSPHIGHO2_12_FULL_OD1_43_12_curated_Parcubacteria_Bacteria_

RIFCSPHIGHO2_02_FULL_OD1_43_15_rifcsphigho2_02_scaffold_12860_16S_1_hypothetical_protein_id=87763971_bin=Candidatus_Colwellbacteria_bacterium_RIFCSPHIGHO2_02_FULL_43_15_organism_tax=RIFCSPHIGHO2_12_FULL_OD1_43_12_curated_Parcubacteria_Bacteria_

gwa1_scaffold_2828_16S_1_hypothetical_protein_id=85268661_bin=GWA1_OD1_60_11_partial_organism_tax=Parcubacteria_bacterium_GW2011_GWA1_60_11_Parcubacteria_Bacteria_organism_desc=Many_single_copy_genes_but_v._partial_

RIFCSPLOWO2_12_FULL_OD1_60_15_rifcsplowo2_12_scaffold_27810_16S_1_hypothetical_protein_id=89107268_bin=Candidatus_Liptonbacteria_bacterium_RIFCSPLOWO2_12_FULL_60_15_organism_tax=RIFCSPLOWO2_12_FULL_OD1_60_15_curated_

gwc1_scaffold_12485_16S_1_hypothetical_protein_id=85269060_bin=GWC1_OD1_50_9_organism_tax=GWC1_OD1_50_9_Adlerbacteria_Parcubacteria_Bacteria_

Y5_MetaBAT.15_scaffold_6_

gwa1_scaffold_13067_16S_1_hypothetical_protein_id=85268629_bin=GWA1_OD1_45_7_partial_organism_tax=Parcubacteria_Bacteria_organism_desc=Partial_

gwa2_scaffold_17833_16S_1_hypothetical_protein_id=85269045_bin=GWA2_OD1_46_7_partial_organism_tax=Parcubacteria_Bacteria_

GWB1_scaffold_955_16S_1_hypothetical_protein_id=85268563_bin=GWB1_OD1−rel_46_8_organism_tax=Parcubacteria_Bacteria_

GWD2_CPR2_39_7_gwd2_scaffold_6029_16S_1_hypothetical_protein_id=86377124_bin=candidate_division_CPR2_bacterium_GWD2_39_7_organism_tax=GWC2_CPR2_39_35_CPR2_Bacteria_

gwd2_scaffold_6029_16S_1_hypothetical_protein_id=85268986_bin=GWD2_CPR2_39_7_organism_tax=GWC2_CPR2_39_35_CPR2_Bacteria_organism_desc=Same_as_C1_41_48_C2_39_35_D1_39_7_

GWD1_CPR2_39_7_gwd1_scaffold_2045_16S_1_hypothetical_protein_id=86346637_bin=candidate_division_CPR2_bacterium_GWD1_39_7_organism_tax=GWC2_CPR2_39_35_CPR2_Bacteria_

gwd1_scaffold_2045_16S_1_hypothetical_protein_id=85269177_bin=GWD1_CPR2_39_7_organism_tax=GWC2_CPR2_39_35_CPR2_Bacteria_organism_desc=Same_as_C1_41_48_C2_39_35_D2_39_7_

gwa2_scaffold_14319_16S_1_hypothetical_protein_id=85268713_bin=GWA2_Berkelbacteria_38_9_organism_tax=GWA2_Berkelbacteria_38_9_Berkelbacteria_Bacteria_

gwc1_scaffold_23_16S_1_hypothetical_protein_id=85268420_bin=GWC1_KAZAN_52_13_organism_tax=GWA1_Kazan_50_15_curated_Kazan_Bacteria_

GWB1_scaffold_2_16S_1_hypothetical_protein_id=85269086_bin=GWB1_KAZAN_52_7_organism_tax=GWA1_Kazan_50_15_curated_Kazan_Bacteria_

GWA1_Kazan_50_15_16S_1_hypothetical_protein_id=93627862_bin=GWA1_Kazan_50_15_curated_organism_tax=GWA1_Kazan_50_15_curated_

RBG_16_CP_42_10_RBG_16_scaffold_1237_16S_1_hypothetical_protein_id=87017596_bin=Candidatus_Abawacabacteria_bacterium_RBG_16_42_10_organism_tax=RBG_16_CPR_42_10_curated_

gwa2_scaffold_2195_16S_1_hypothetical_protein_id=85268996_bin=GWA2_PER_33_10_organism_tax=Peregrinibacteria_Bacteria_

gwf2_scaffold_4067_16S_1_hypothetical_protein_id=85268668_bin=PER_GWF2_43_17_organism_tax=Peregrinibacteria_organism_desc=IN_PAPER_

RIFOXYB12_FULL_Peregrinibacteria_41_12_rifoxyb3_full_scaffold_3044_16S_1_hypothetical_protein_id=89576288_bin=Candidatus_Peregrinibacteria_bacterium_RIFOXYB12_FULL_41_12_organism_tax=RIFOXYC2_FULL_Peregrinibacteria_41_22_curated_Peregrinibacteria_Bacteria_

gwf2_scaffold_197_16S_1_hypothetical_protein_id=85269009_bin=PER_GWF2_39_17_organism_tax=Peregrinibacteria_organism_desc=IN_PAPER_

gwa2_scaffold_8946_16S_1_hypothetical_protein_id=85268984_bin=GWA2_PER_44_7_organism_tax=Peregrinibacteria_

gwf2_scaffold_258_16S_1_hypothetical_protein_id=85269057_bin=x−PER_GWF2_33_10_organism_tax=RIFOXYA2_FULL_Peregrinibacteria_33_21_curated_Peregrinibacteria_Bacteria_organism_desc=No_RuBisCO_in_this_genome_not_in_paper_

RIFCSPHIGHO2_02_FULL_CPR_51_15_rifcsphigho2_02_scaffold_15497_16S_1_hypothetical_protein_id=87674625_bin=Candidatus_Peribacteria_bacterium_RIFCSPHIGHO2_02_FULL_51_15_organism_tax=RIFCSPHIGHO2_02_FULL_PER_ii_51_15_curated_

Y4_MetaBAT.19_scaffold_314_

RIFCSPHIGHO2_02_FULL_PER_49_16_rifcsphigho2_02_scaffold_1373_16S_1_hypothetical_protein_id=87896693_bin=Candidatus_Peribacteria_bacterium_RIFCSPHIGHO2_02_FULL_49_16_organism_tax=RIFCSPHIGHO2_02_FULL_PER_ii_49_16_curated_

RIFCSPLOWO2_02_FULL_PER_55_36_rifcsplowo2_02_scaffold_1353_16S_1_hypothetical_protein_id=88774279_bin=Candidatus_Peribacteria_bacterium_RIFCSPLOWO2_02_FULL_55_36_organism_tax=RIFCSPLOWO2_12_FULL_PER_ii_55_15_curated_PER−ii_Bacteria_

RIFCSPLOWO2_12_FULL_PER_55_15_rifcsplowo2_12_scaffold_46_16S_1_hypothetical_protein_id=89123552_bin=Candidatus_Peribacteria_bacterium_RIFCSPLOWO2_12_FULL_55_15_organism_tax=RIFCSPLOWO2_12_FULL_PER_ii_55_15_curated_

RIFCSPHIGHO2_02_FULL_PER_55_24_rifcsphigho2_02_scaffold_2199_16S_1_hypothetical_protein_id=87899843_bin=Candidatus_Peribacteria_bacterium_RIFCSPHIGHO2_02_FULL_55_24_organism_tax=RIFCSPLOWO2_12_FULL_PER_ii_55_15_curated_PER−ii_Bacteria_

X3_MetaBAT.49_scaffold_4612_

RIFCSPHIGHO2_02_FULL_PER_53_20_rifcsphigho2_02_scaffold_25732_16S_1_hypothetical_protein_id=87898889_bin=Candidatus_Peribacteria_bacterium_RIFCSPHIGHO2_02_FULL_53_20_organism_tax=RIFCSPLOWO2_12_FULL_PER_ii_53_10_curated_PER−ii_Bacteria_

Y2_MetaBAT.25_scaffold_8_

GWB1_scaffold_3969_16S_1_hypothetical_protein_id=85268973_bin=GWB1_PER_54_5_organism_tax=Peregrinibacteria_bacterium_GW2011_GWB1_54_5_Peregrinibacteria_Bacteria_

gwf2_scaffold_550_16S_1_hypothetical_protein_id=85268490_bin=PER_GWF2_38_29_organism_tax=Peregrinibacteria_organism_desc=IN_PAPER_CLONED_BY_TABITA−ACTIVE_

RIFCSPLOWO2_02_FULL_PER_39_10_rifcsplowo2_02_scaffold_11404_16S_1_hypothetical_protein_id=88771304_bin=Candidatus_Peregrinibacteria_bacterium_RIFCSPLOWO2_02_FULL_39_10_organism_tax=RIFCSPLOWO2_01_FULL_Peregrinibacteria_39_12_curated_Peregrinibacteria_Bacteria_

GWA2_Tenericute_38_26_gwa2_scaffold_14381_16S_1_hypothetical_protein_id=85828529_bin=Tenericutes_bacterium_GWA2_38_26_organism_tax=GWE2_Tenericutes_38_8_curated_Tenericutes_Bacteria_

GWF2_RBX1_related_35_9_gwf2_scaffold_2556_16S_1_hypothetical_protein_id=86660801_bin=Candidatus_Margulisbacteria_bacterium_GWF2_35_9_organism_tax=GWF2_RBX1_35_9_curated_

GWF2_RBX1_38_17_gwf2_scaffold_173_16S_1_hypothetical_protein_id=86658516_bin=Candidatus_Margulisbacteria_bacterium_GWF2_38_17_organism_tax=GWF2_RBX1_38_17_curated_

RBG_16_Gemmatimonadetes_66_8_RBG_16_scaffold_68519_16S_1_hypothetical_protein_id=87119389_bin=Gemmatimonadetes_bacterium_RBG_16_66_8_organism_tax=RBG_16_Gemmatimonadetes_66_8_curated_

RIFCSPLOWO2_02_FULL_Gammaproteobacteria_47_50_rifcsplowo2_02_scaffold_48181_16S_1_hypothetical_protein_id=88617116_bin=Gammaproteobacteria_bacterium_RIFCSPLOWO2_02_FULL_47_50_organism_tax=RifCSPlowO2_12_Gammaproteobacteria_47_11_curated_Gammaproteobacteria_Proteobacteria_Bacteria_

RIFCSPLOWO2_12_FULL_Chlamydiae_49_12_rifcsplowo2_12_scaffold_8010_16S_1_hypothetical_protein_id=88944308_bin=Chlamydiae_bacterium_RIFCSPLOWO2_12_FULL_49_12_organism_tax=RIFCSPLOWO2_02_FULL_Chlamydiae_49_12_curated_Chlamydiales_Chlamydiia_Chlamydiae_Bacteria_

RIFCSPLOWO2_02_FULL_GWC2_Chlamydiae_rifcsplowo2_02_scaffold_7261_16S_1_hypothetical_protein_id=88640117_bin=Chlamydiae_bacterium_RIFCSPLOWO2_02_FULL_49_12_organism_tax=RIFCSPLOWO2_02_FULL_Chlamydiae_49_12_curated_

GWA2_Chlamydiae_50_15_gwa2_scaffold_4235_16S_1_hypothetical_protein_id=85686112_bin=Chlamydiae_bacterium_GWA2_50_15_organism_tax=RIFCSPLOWO2_02_FULL_Chlamydiae_49_12_curated_Chlamydiales_Chlamydiia_Chlamydiae_Bacteria_

GWF2_Verrucomicrobia_51_19_gwf2_scaffold_2845_16S_1_hypothetical_protein_id=86676263_bin=Verrucomicrobia_bacterium_GWF2_51_19_organism_tax=GWF2_Verrucomicrobia_51_19_curated_

RIFCSPLOWO2_12_FULL_Verrucomicrobia_64_8_rifcsplowo2_12_scaffold_37907_16S_1_hypothetical_protein_id=89159034_bin=Verrucomicrobia_bacterium_RIFCSPLOWO2_12_FULL_64_8_organism_tax=RIFCSPLOWO2_12_FULL_Verrucomicrobia_64_8_curated_

GWF2_Lentisphaerae_44_16_gwf2_scaffold_6063_16S_1_hypothetical_protein_id=86603358_bin=Lentisphaerae_bacterium_GWF2_44_16_organism_tax=GWF2_Lentisphaerae_44_16_curated_

GWF2_Lentisphaerae_50_93_gwf2_scaffold_392_16S_1_hypothetical_protein_id=86613497_bin=Lentisphaerae_bacterium_GWF2_50_93_organism_tax=GWF2_Lentisphaerae_50_93_curated_

GWF2_OP3_38_59_gwf2_scaffold_3247_16S_1_hypothetical_protein_id=86637592_bin=Omnitrophica_WOR_2_bacterium_GWF2_38_59_organism_tax=Omnitrophica_

RIFCSPHIGHO2_02_FULL_CP_63_39_RIFCSPHIGHO2_02_FULL_CP_63_39_rifcsphigho2_02_scaffold_5242_16S_1_hypothetical_protein_id=87647294_bin=Omnitrophica_WOR_2_bacterium_RIFCSPHIGHO2_02_FULL_63_39_organism_tax=RIFCSPHIGHO2_02_FULL_WOR_2_63_39_curated_

GWF2_OP3_63_9_gwf2_scaffold_2680_16S_1_hypothetical_protein_id=86641396_bin=Omnitrophica_WOR_2_bacterium_GWF2_63_9_organism_tax=Omnitrophica_

GWA2_CP_63_20_gwa2_scaffold_5912_16S_1_hypothetical_protein_id=85696864_bin=Omnitrophica_WOR_2_bacterium_GWA2_63_20_organism_tax=Omnitrophica_

RIFCSPLOWO2_12_FULL_CP_63_16_rifcsplowo2_12_scaffold_4366_16S_1_hypothetical_protein_id=88973586_bin=Omnitrophica_WOR_2_bacterium_RIFCSPLOWO2_12_FULL_63_16_organism_tax=Omnitrophica_

RIFCSPLOWO2_12_FULL_CP_51_24_rifcsplowo2_12_scaffold_126819_16S_1_hypothetical_protein_id=88988170_bin=Omnitrophica_WOR_2_bacterium_RIFCSPLOWO2_12_FULL_51_24_organism_tax=RIFCSPLOWO2_12_FULL_WOR_2_51_24_curated_

RIFCSPLOWO2_12_FULL_CP_51_24_rifcsplowo2_12_scaffold_5155_16S_1_hypothetical_protein_id=88988169_bin=Omnitrophica_WOR_2_bacterium_RIFCSPLOWO2_12_FULL_51_24_organism_tax=RIFCSPLOWO2_12_FULL_WOR_2_51_24_curated_

RIFCSPHIGHO2_02_FULL_CP_45_28_RIFCSPHIGHO2_02_FULL_CP_45_28_rifcsphigho2_02_scaffold_22686_16S_1_hypothetical_protein_id=87642873_bin=Omnitrophica_bacterium_RIFCSPHIGHO2_02_FULL_45_28_organism_tax=RIFCSPLOWO2_02_FULL_Omnitrophica_44_11_curated_Omnitrophica_Bacteria_

RIFCSPLOWO2_12_FULL_CP_44_17_rifcsplowo2_12_scaffold_16528_16S_1_hypothetical_protein_id=88962850_bin=Omnitrophica_bacterium_RIFCSPLOWO2_12_FULL_44_17_organism_tax=RIFCSPLOWO2_02_FULL_Omnitrophica_44_11_curated_Omnitrophica_Bacteria_

RifOxyB12_full_OP3_50_7_rifoxyb3_full_scaffold_633_16S_1_hypothetical_protein_id=89575071_bin=Omnitrophica_bacterium_RIFOXYB12_FULL_50_7_organism_tax=RifOxyB12_full_OP3_50_7_curated_

GWF2_Planctomycete_41_51_gwf2_scaffold_11806_16S_1_hypothetical_protein_id=86645572_bin=Planctomycetes_bacterium_GWF2_41_51_organism_tax=GWF2_Planctomycetes_41_51_curated_

RBG_16_Planctomycetes_64_12_RBG_16_scaffold_28742_16S_1_hypothetical_protein_id=87182846_bin=Planctomycetes_bacterium_RBG_16_64_12_organism_tax=RBG_16_Planctomycetes_64_12_curated_

RBG_16_Planctomycetes_59_8_RBG_16_scaffold_45522_16S_1_hypothetical_protein_id=87173329_bin=Planctomycetes_bacterium_RBG_16_59_8_organism_tax=RBG_16_Planctomycetes_59_8_curated_

RIFCSPLOWO2_12_FULL_Planctomycetes_50_35_rifcsplowo2_12_scaffold_16332_16S_1_hypothetical_protein_id=89129627_bin=Planctomycetes_bacterium_RIFCSPLOWO2_12_FULL_50_35_organism_tax=RIFCSPLOWO2_02_FULL_Planctomycetes_50_16_curated_Planctomycetes_Bacteria_

RIFCSPLOWO2_02_FULL_Planctomycetes_50_16_rifcsplowo2_02_scaffold_279_16S_1_hypothetical_protein_id=88776417_bin=Planctomycetes_bacterium_RIFCSPLOWO2_02_FULL_50_16_organism_tax=RIFCSPLOWO2_02_FULL_Planctomycetes_50_16_curated_

GWA2_Planctomycetia_50_13_gwa2_scaffold_2884_16S_1_hypothetical_protein_id=85814483_bin=Planctomycetes_bacterium_GWA2_50_13_organism_tax=RIFCSPLOWO2_02_FULL_Planctomycetes_50_16_curated_Planctomycetes_Bacteria_

RIFCSPHIGHO2_02_FULL_Planctomycete_50_42_rifcsphigho2_02_scaffold_76480_16S_1_hypothetical_protein_id=87977369_bin=Planctomycetes_bacterium_RIFCSPHIGHO2_02_FULL_50_42_organism_tax=RIFCSPLOWO2_02_FULL_Planctomycetes_50_16_curated_Planctomycetes_Bacteria_

GWE2_Planctomycetes_41_14_gwe2_scaffold_7682_16S_1_hypothetical_protein_id=86464068_bin=Planctomycetes_bacterium_GWE2_41_14_organism_tax=Planctomycetes_Bacteria_

RIFCSPLOWO2_12_FULL_CP_62_27_rifcsplowo2_12_scaffold_170_16S_1_hypothetical_protein_id=88971953_bin=Candidatus_Lindowbacteria_bacterium_RIFCSPLOWO2_12_FULL_62_27_organism_tax=RIFCSPLOWO2_12_FULL_RIF02_62_27_curated_

RIFCSPLOWO2_02_FULL_CP_62_12_rifcsplowo2_02_scaffold_10376_16S_1_hypothetical_protein_id=88583845_bin=Candidatus_Lindowbacteria_bacterium_RIFCSPLOWO2_02_FULL_62_12_organism_tax=RIFCSPLOWO2_12_FULL_RIF02_62_27_curated_RIF2_Bacteria_

RIFOXYB12_FULL_CP_52_16_rifoxyb3_full_scaffold_0_16S_1_hypothetical_protein_id=89551441_bin=candidate_division_WOR−1_bacterium_RIFOXYB12_FULL_52_16_organism_tax=WOR1_

RIFCSPLOWO2_02_FULL_Nitrospira_defluvii_62_14_rifcsplowo2_02_scaffold_1909_16S_1_hypothetical_protein_id=88657995_bin=Nitrospirae_bacterium_RIFCSPLOWO2_02_FULL_62_14_organism_tax=RIFCSPLOWO2_02_FULL_Nitrospirae_62_14_curated_

RBG_19FT_COMBO_Nitrospirae_58_9_rbg_19ft_combo_scaffold_16420_16S_1_hypothetical_protein_id=87389962_bin=Nitrospirae_bacterium_RBG_19FT_COMBO_58_9_organism_tax=RBG_19FT_COMBO_Nitrospirae_58_9_curated_

GWA2_Elusimicrobia_69_24_gwa2_scaffold_2542_16S_1_hypothetical_protein_id=85739349_bin=Elusimicrobia_bacterium_GWA2_69_24_organism_tax=GWA2_Elusimicrobia_69_24_curated_

RIFCSPHIGHO2_02_FULL_Elusimicrobia_61_10_rifcsphigho2_02_scaffold_14260_16S_1_hypothetical_protein_id=87696398_bin=Elusimicrobia_bacterium_RIFCSPHIGHO2_02_FULL_61_10_organism_tax=RIFCSPHIGHO2_02_FULL_Elusimicrobia_61_10_curated_

RIFCSPLOWO2_12_FULL_CP_39_28_rifcsplowo2_12_scaffold_129_16S_1_hypothetical_protein_id=88952693_bin=Elusimicrobia_bacterium_RIFCSPLOWO2_12_FULL_39_28_organism_tax=RIFCSPLOWO2_02_FULL_Elusimicrobia_39_32_curated_Elusimicrobia_Bacteria_

RIFCSPHIGHO2_02_FULL_Elusimicrobia_39_36_rifcsphigho2_02_scaffold_172_16S_1_hypothetical_protein_id=87690513_bin=Elusimicrobia_bacterium_RIFCSPHIGHO2_02_FULL_39_36_organism_tax=RIFCSPLOWO2_02_FULL_Elusimicrobia_39_32_curated_Elusimicrobia_Bacteria_

RIFCSPLOWO2_02_FULL_Elusimicrobia_39_32_rifcsplowo2_02_scaffold_74_16S_1_hypothetical_protein_id=88609138_bin=Elusimicrobia_bacterium_RIFCSPLOWO2_02_FULL_39_32_organism_tax=RIFCSPLOWO2_02_FULL_Elusimicrobia_39_32_curated_

RIFOXYB12_FULL_CP_50_12_rifoxyb3_full_scaffold_63_16S_1_hypothetical_protein_id=89545371_bin=Elusimicrobia_bacterium_RIFOXYB12_FULL_50_12_organism_tax=RIFOXYA2_FULL_Elusimicrobia_47_53_curated_Elusimicrobia_Bacteria_

RIFCSPLOWO2_02_FULL_Chloroflexi_71_16_rifcsplowo2_02_scaffold_25367_16S_1_hypothetical_protein_id=88565477_bin=Chloroflexi_bacterium_RIFCSPLOWO2_02_FULL_71_16_organism_tax=RIFCSPLOWO2_12_FULL_RIF_CHLX_71_12_curated_Chloroflexi_Bacteria_

GWB2_Chloroflexi_54_36_gwb2_scaffold_2156_16S_1_hypothetical_protein_id=86130629_bin=Chloroflexi_bacterium_GWB2_54_36_organism_tax=GWB2_Chloroflexi_54_36_curated_
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Bacteria_CPR_ParcubacteriaOD1_GWB1_OD1_rel_45_10
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Bacteria_Parcubacteria_OD1_RIF−OD1−1_RIFCSPLOWO2_12_FULL_RIF_OD1_10_39_16
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Bacteria_Parcubacteria_OD1_RIF−OD1−1_RIFCSPLOWO2_02_FULL_RIF_OD1_10_39_26
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Candidatus_Campbellbacteria_bacterium_RIFCSPLOWO2_01_FULL_34_15
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Bacteria_Parcubacteria_OD1_Nomurabacteria_RIFCSPHIGHO2_02_FULL_OD1_Nomurabacteria_35_13
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Bacteria_Parcubacteria_OD1_Nomurabacteria_RIFCSPLOWO2_12_FULL_OD1_Nomurabacteria_40_42

Bacteria_Parcubacteria_OD1_Nomurabacteria_RIFOXYC2_FULL_OD1_Nomurabacteria_36_19

Bacteria_Parcubacteria_OD1_Nomurabacteria_RIFCSPHIGHO2_01_FULL_OD1_Nomurabacteria_39_10

Bacteria_Parcubacteria_OD1_Nomurabacteria_RIFCSPLOWO2_01_FULL_OD1_Nomurabacteria_41_18
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Bacteria_CPR_ParcubacteriaOD1_Nomurabacteria_RAAC4_OD1

Bacteria_Parcubacteria_OD1_Nomurabacteria_RIFCSPLOWO2_01_FULL_OD1_Nomurabacteria_33_24
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Bacteria_Parcubacteria_OD1_RIF−OD1−9_RifOxyC12_full_RIF_OD1_09_46_25
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Bacteria_Parcubacteria_OD1_RIFOXYD2_FULL_OD1_52_8

Bacteria_Parcubacteria_OD1_RIFCSPLOWO2_01_FULL_OD1_42_9
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