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otu # 1032479: £ Veillonellaceae;g_Veillonella; s_dispar

otu # 4317460: f Veillonellaceae;g_Veillonella; s_dispar

otu # 800218: f Bacteroidaceae;g_Bacteroides; s_uniformis
otu # 3783638: f Bacteroidaceae;g_Bacteroides; s_ovatus
otu # 1078498: f_Streptococcaceae;g_Streptococcus; s_Other
otu# 1111717: f Enterobacteriaceae; g_Other; s_Other

otu # 844958: f Bacteroidaceae;g_Bacteroides; s_ovatus

otu # 4315974:f Streptococcaceae;g_Streptococcus; s_Other
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f Veillonellaceae;g_Veillonella
f Lachnospiraceae;g_Other

f Lachnospiraceae;g_Blautia
f Peptostreptococcaceae;g_Other

f Lactobacillaceae;g_Lactobacillus
f Enterococcaceae;g_Enterococcus

f Enterococcaceae;g_Other

f Enterobacteriaceae;g_Other

Mean Decrease in Accuracy
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f Veillonellaceae

f Lachnospiraceae

f Erysipelotrichaceae
f Porphyromonadaceae

f Lactobacillaceae
f Peptostreptococcaceae

f Enterococcaceae

f Enterobacteriaceae
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