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	‘FPmushuvirus’
	Mushu in A2-165 (56)
	Mushu in 4543
	Mushu in 4574
	MushuRBD16

	Mushu in 4543
	Shared proteins
	98 %
	
	
	

	(52)
	Mean identity
	97,8 %
	
	
	

	Mushu in 4574
	Shared proteins
	96 %
	98 %
	
	

	(56)
	Mean identity
	97,1 %
	99,9 %
	
	

	MushuRBD16
	Shared proteins
	88 %
	90 %
	90 %
	

	(48)
	Mean identity
	68,6 %
	68,8 %
	68,6 %
	

	Mu (55)
	Shared proteins
	20%
	23%
	21%
	27%

	Escherichia coli
	Mean identity
	29,1 %
	29,8 %
	29,8 %
	29,3 %




	 ‘FPlughvirus’
	Lugh  in 4574
	Lugh in 4543
	Lugh4542
	Lugh4544
	LughKLE-1255
	Lugh4540
	LughL2/6

	Lugh in 4543 (42)
	Shared proteins
Mean identity
	100%
	
	
	
	
	
	

	
	
	99.6%
	
	
	
	
	
	

	Lugh4542 (43)
	Shared proteins
	58%
	57%
	
	
	
	
	

	
	Mean identity
	60%
	60.6%
	
	
	
	
	

	Lugh4544 (56) 
	Shared proteins
	47%
	45%
	0.91
	
	
	
	

	
	Mean identity
	61.7%
	62.4%
	91.4%
	
	
	
	

	LughKLE12 (54) 
	Shared proteins
	49%
	48%
	73%
	72%
	
	
	

	
	Mean identity
	57%
	67.5%
	83%
	84.6%
	
	
	

	Lugh4540 (62) 
	Shared proteins
	64%
	62%
	52%
	45%
	50%
	
	

	
	Mean identity
	69.8%
	70.5%
	80.7%
	78.5%
	75,5%
	
	

	LughL2/6 (35) 
	Shared proteins
	46%
	46%
	63%
	43%
	43%
	40%
	

	
	Mean identity
	58.4%
	58.4%
	61%
	51.1%
	53,6%
	53,3%
	

	BCJA1c (58)
Bacillus clarkii
	Shared proteins
	35%
	31%
	11%
	11%
	12%
	33%
	20%

	
	Mean identity
	38,7%
	40.1%
	30,7%
	31%
	30,6%
	41,2%
	28,3%




	‘FPtoutatisvirus’
	
	Toutatis
/4542pp3 (89)
	L2/6pp3
	KLEpp2
	SL3/3pp1

	ToutatisL2-6 (72)
	Shared proteins
	88%
	
	
	

	
	Mean identity
	93,34 %  
	
	
	

	ToutatisKLE1255 (89)
	Shared proteins
	79%
	78%
	
	

	
	Mean identity
	92.2  %  
	89.3  %  
	
	

	ToutatisSL3/3 (67)
	Shared proteins
	55%
	45%
	57%
	

	
	Mean identity
	52.2  %  
	48.5  %  
	50.9  %  
	

	Lily (74)
	Shared proteins
	16%
	13%
	16%
	16%

	Paenibacillus larvae
	Mean identity
	34,3%  
	32,6%  
	34,2%  
	35,6%  











	 ‘FPtaranisvirus’
	
	Taranis in 4574 (89)
	Taranis4543
	TaranisL26

	Taranis in 4543 (65)
	Shared proteins
	98%
	
	

	
	Mean identity
	99,2 %
	
	

	TaranisL2-6 (59)
	Shared proteins
	80%
	73%
	

	
	Mean identity
	86,05 %
	88,1 %
	

	Lily (74)
	Shared proteins
	23%
	23%
	15%

	Paenibacillus larvae
	Mean identity
	34,6%
	35%
	34,6%




	‘FPeponavirus’
	
	Epona in 4573 (76)
	Epona in 4575
	EponaM21-2

	Epona in 4575 (75)
	Shared proteins
	100%
	
	

	
	Mean identity
	99,9 %
	
	

	EponaM21-2 (75)
	Shared proteins
	57%
	55%
	

	
	Mean identity
	45.2%
	45.5%
	

		X29

	Vibrio cholerae



	Shared proteins
	30%
	31%
	17%

	
	Mean identity
	32%
	32.1% 
	33.5%



