Enterobacteriaceae (57.74)
Bacteroidaceae (10.90)
Bifidobacteriaceae (8.53)
Lachnospiraceae (7.99)
Streptococcaceae (7.65)
Ruminococcaceae (1.85)
Enterococcaceae (1.81)
Staphylococcaceae (1.55)
Paenibacillaceae (0.82)
Family XIlll (0.67)
Porphyromonadaceae (0.36)
Comamonadaceae (0.13)

3

OI1llél
CV

uncultured_Citrobacter_sp. (56.61)

Bacteroides_dorei (9.065)
Bifidobacterium_longum_subsp._longum+Bifidobacterium_breve (7.77)
Streptococcus_salivarius_subsp. thermophilus (4.96)
gut_metagenome (3.10)

Enterococcus_faecalis (1.80)

Flavonifractor_plautii (1.75)

[Clostridium]_symbiosum (1.72)
Staphylococcus_aureus (1.56)
Dorea_formicigenerans (1.37)
[Clostridium]_clostridioforme _90A3 (1.30)
Streptococcus_pneumoniae (1.19)
Bacteroides_cellulosilyticus (1.11)

Escherichia_coli (0.94)

Streptococcus_agalactiae (0.93)
Bifidobacterium_adolescentis (0.80)
Paenibacillus_barengoltzii (0.74)
Bacteroides_thetaiotaomicron (0.74)
[Eubacterium]_infirmum (0.67)
Streptococcus_sobrinus (0.59)
unidentified_Lachnoclostridium (0.50)
Parabacteroides johnsonii (0.36)
unidentified_Citrobacter (0.20)

Comamonas_kerstersii (0.12)
Klebsiella_quasipneumoniae_subsp. quasipneumoniae (0.11)

3

0I1llél
CV

SV00001 (55.97)
SV00002 (9.13)
SV00003 (7.59)
SV00004 (5.04)
SV00005 (3.03)
SV0000 (1.83)
SV00007 (1.78)
SV00008 (1.73)
SV00009 (1.58)
SV00010 (1.39)
SV00011 (1.32)
SV00012 (1.21)
SV00013 (1.13)
SV00014 (0.94)
SV00015 (0.86)
SV00016 (0.81)
SV00017 (0.68)
SV00018 (0.67)
SV00019 (0.60)
SV00020 (0.60)
SV00021 (0.51)
SV00022 (0.40)
SV00023 (0.37)
SV00024 (0.21)
SV00025 (0.15)
SV00026 (0.12)
SV00027 (0.12)
SV00028 (0.11)
SV00029 (0.11)
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