[bookmark: OLE_LINK31][bookmark: OLE_LINK32]Table S2-1 Number of different phylum/class strains cultured from S sample
	
	S0
	S1
	S2
	S3
	S4

	Bacteroidetes
	15
	27
	27
	33
	18

	Firmicutes
	33
	6
	12
	3
	3

	Actinobacteria
	15
	9
	9
	15
	0

	Proteobacteria
	α- proteobacteria
	69
	39
	42
	12
	39
	21
	30
	9
	21
	15

	
	γ- proteobacteria
	
	30
	
	27
	
	15
	
	15
	
	6

	
	ε- proteobacteria
	
	0
	
	3
	
	3
	
	3
	
	0

	
	δ- proteobacteria
	
	0
	
	0
	
	0
	
	3
	
	0

	[bookmark: OLE_LINK13][bookmark: OLE_LINK14]Summary
	132
	84
	87
	81
	42



Table S2-2 Number of different phylum/class strains cultured from XSD sample
	
	XSD0
	XSD1
	XSD2
	XSD3
	XSD4

	Bacteroidetes
	12
	12
	12
	11
	15

	Firmicutes
	66
	51
	36
	22
	21

	Actinobacteria
	0
	3
	6
	3
	6

	Proteobacteria
	α- proteobacteria
	48
	21
	10
	2
	48
	9
	30
	6
	30
	6

	
	β- proteobacteria
	
	0
	
	0
	
	0
	
	0
	
	0

	
	γ- proteobacteria
	
	27
	
	7
	
	39
	
	24
	
	24

	
	ε- proteobacteria
	
	0
	
	1
	
	0
	
	0
	
	0

	Summary
	126
	32
	102
	66
	72



Table S2-3 Number of different phylum/class strains cultured from HGD sample
	
	HGD0
	HGD1
	HGD2
	HGD3
	HGD4

	Bacteroidetes
	24
	15
	15
	14
	10

	Firmicutes
	75
	15
	27
	10
	9

	Actinobacteria
	27
	6
	3
	3
	2

	Proteobacteria
	α- proteobacteria
	57
	12
	27
	0
	3
	3
	6
	6
	15
	6

	
	β- proteobacteria
	
	15
	
	0
	
	0
	
	0
	
	9

	
	γ- proteobacteria
	
	30
	
	21
	
	0
	
	0
	
	0

	
	ε- proteobacteria
	
	0
	
	6
	
	0
	
	0
	
	0

	Summary
	183
	63
	48
	33
	36



[bookmark: _GoBack]NOTE: S0-S4, XSD0-XSD4, and HGD0-HGD4 indicate 0, 5, 12, 21, and 30 d of enrichment culturing, respectively.
1

